	Sample name
	Raw reads
	Clean reads
	Raw bases
	Clean bases
	Error rate(%)
	Q20(%)
	Q30(%)
	GC content(%)

	SL1344_WT_Nb
	18120702
	17740710
	2.7G
	2.7G
	0.02
	98.28
	94.94
	53.39

	SL1344_D_Nb
	17533122
	17201380
	2.6G
	2.6G
	0.02
	98.23
	94.82
	53.37

	SL1344_WT_Hb
	17266936
	16892024
	2.6G
	2.5G
	0.02
	98.38
	95.17
	53.32

	SL1344_D_Hb
	14917844
	14579986
	2.2G
	2.2G
	0.02
	98.24
	94.91
	53.42


Supplementary Table 2. RNA-Seq quality 
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