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Additional file 5: Figure S5: DNA sequence motifs surrounding the RBD show higher sequence

conservation than surrounding regions. DNA sequence % identity plots of three identified motifs (a-

c) in the RBP regions of lytic phages belonging to different genera within the final data set. Conserved

motifs with respective sample sizes 20, 10 and 13 and DNA sequence lengths 44, 95 and 20 nt indicate

homologous DNA sequence regions surrounding the RBD conserved across the different lytic phage

genera. (d) Control DNA sequence identity matrix of the DNA sequence of the N-terminal anchor

domains of the RBPs containing the sequences of motif one and two.
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