Fig. S1 GO analysis

A. Molecular Function (MF) B. Biological Process (BP) C. Cellular Component (CC)
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Fig. S2 GO analysis

A. The whole mouse protein class

PANTHER Protein Class
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Total # Genes: 22296 Total # protein class hits: 11439
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B. The whole mouse protein in cellular component

PANTHER GO-Slim Cellular Component
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C. The whole mouse protein in biological process

PANTHER GO-Slim Biological Process
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D. The whole mouse protein in molecular function

PANTHER GO-Slim Molecular Function
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Fig. S3 The spectra of these DEPs in the leukocyte extravasation signaling pathway
ITGB2 (integrin subunit beta 2) Accession:P11835 NCF2 (neutrophil cytosolic factor 2) Accession:0070145
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MMP12 (matrix metallopeptidase 12) Accession:P34960 ITGAM (integrin subunit alpha M) Accession:P05555
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VAV1 (vav guanine nucleotide exchange factor 1) Accession:P27870 NCF1 (neutrophil cytosolic factor 1) Accession:Q09014
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NCF4 (neutrophil cytosolic factor 4) Accession:P97369 RAC2 (Rac family small GTPase 2) Accession:Q05144
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