[bookmark: _GoBack]Supplementary table 1: The distribution of MEFV gene variants of group 1 
	MEFV mutation 
	 n  (%)

	
	

	M694V/M694V
	52 (27.2)

	M694V/-
	45 (23.6)

	M694V/M680I
	16 (8.4)

	M694V/E148Q
	14 (7.3)

	E148Q/-
	11 (5.3)

	M694V/V726A
	9 (4.7)

	V726A/-
	7 (3.7)

	M680I/V726A
	5 (2.6)

	E148Q/E148Q
	1 (0.5)

	F479L/-
	2 (1)

	M680I/-
	4 (2.1)

	M680I/E148Q
	2 (1)

	M680I/M680I
	4 (2.1)

	M680I/M694V
	1 (0.5)

	M680I/R761H
	2 (1)

	M694/A744S
	1 (0.5)

	M694I/-
	1(0.5)

	M694I/M694I
	1(0.5)

	M694V/E148Q/L110P
	1(0.5)

	M694V/P369S/E148Q
	1(0.5)

	M694V/R761H
	3 (1.6)

	M694V/R761H/E148Q
	1(0.5)

	P369S/-
	1(0.5)

	R761H/-
	1(0.5)

	R761H/E148Q
	1(0.5)

	R761H/R761H
	1(0.5)

	V726A/E148Q
	1(0.5)

	V726A/K695R
	1(0.5)

	V726A/V726A
	1(0.5)
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