Supplement: Code used in Spider
import warnings
warnings.filterwarnings("ignore")
import pandas as pd
from sklearn import model_selection
import importFuc
from sklearn.model_selection import cross_val_score
diabetes = pd.read_excel(c:\Users\DeevPei\Desktop\99_103_longi_01.xlsx')
diabetes = diabetes.dropna(axis=0,how='any')
diabetes.dropna(thresh=2)
mandata =  diabetes.loc[diabetes['sex'] == 1]
man_x_Train = mandata.loc[:, ['bmi','egfr','dura','ac','a1c','tg','hdl','ldl','alt','ma','sbp','dbp']]
man_y_Train = mandata['in_fail'].values.tolist()
validation_size = 0.6
x_train, x_validation, y_train, y_validation = model_selection.train_test_split(man_x_Train, man_y_Train, test_size=validation_size, random_state=10)
importFuc.main(man_x_Train, x_train, x_validation, y_train, y_validation, 3, 4)

