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Expanded methods
Primer sequence of 7 CircRNAs for qRT-PCR:
	CircAnkrd42 F: 
	ACAGATGCCAGAAGACCATCAA
	CircAnkrd42 R:
	TCACCCTTAAAGGCAGCCAC

	CircHSPA4 F: 
	TTCGGGGAGGGGAAATAGGT
	CircHSPA4 R:
	ATGCAAGCCTAATGGGAGCC

	CircPrrc2b F:
	GCCACAGACCTACAGAATACA
	CircPrrc2b R: 
	GACGCCCTTTTCTTTGCCAG

	CircSynj2 F: 
	GAACGTGAACGGAGGAAAGC
	CircSynj2 R: 
	GACGTGCCACCAGATTTCAG

	CircGpd2 F: 
	ATCAATGCCACGGGACCTTT
	CircGpd2 R:
	TAGGCCAGGTTCATCTTCAACA

	CircTln2 F: 
	ATTGTTGCCAAGCACACGTC
	CircTln2 R: 
	GGACAGGGCCACCATCTTGA

	CircActr3B F: 
	CCCGCTGTATAAGGTATTGCC
	CircActr3B R: 
	GAGATGTCCAAGATGCCGC


Primer sequence for PCR:
hsa_circ_0073912 convergent primers: 
F: CAAGTGGACCAGGAGGAACC 
R:TTCCACTTTGGGTTTGGGCT
hsa_circ_0073912 divergent primers:
F:TTCGGGGAGGGGAAATAGGT
R:ATGCAAGCCTAATGGGAGCC
Primer sequence of mRNA and microRNA for qRT-PCR:
	ACTA1 F：
	CACAATGTGCGACGAAGACG
	ACTA1 R：
	ATGATGCCGTGCTCGATAGG

	CNN1 F：
	CCTCTGTTCTCAGCGTCAG
	CNN1 R：
	TACTTCTGGGCCAGCTTGTT

	TAGLN F: 
	AGCCAGGGGTTCATTCATGG
	TAGLN R:
	CCAAACGGGAGCTTTTGGTG

	KLF5 F
	GCCTATAACTTGGTTCCAGGCA
	KLF5 R
	CTGGTCTACGACTGAGGCAC

	OPN F
	AATCTCCTAGCCCCACAGACC
	OPN R
	TAACTGTCCTTCCCACGGCT

	GAPDH F:
	GAAGGTGAAGGTCGGAGTC 
	GAPDH R:
	GAAGATGGTGATGGGATTTC 

	U6 F:
	CTCGCTTCGGCAGCACA
	U6 R:
	AACGCTTCACGAATTT

	miR-19a-5p F:
	ACACGTTTAGATCGTTTTGACT
	miR-19a-5p R
	TCAGTTTTGCTAGATTTGCACA



Supplementary Figure Legends
Figure S1 Bioinformatics analysis of the model of DHA inhibiting vascular balloon injury.
A, Volcano map of different genes in CK and VBI groups. B, Volcano map of different genes in VBI and DHA groups. C, The significant different gens between CK and VBI group or VBI and DHA group. p < 0.05 and |log2FC| > 1. D, E, Schematic illustration to show the overlapping of different genes from CK vs VBI and VBI vs DHA, by venn analysis.  
Figure S2 DHA inhibited HA-VSMCs proliferation and differentiation.
[bookmark: OLE_LINK2]A, The average fluorescence intensity of Figure 2A was calculated. (**p<0.01 versus control group, Student t test, n=3) B, Statistical gray value of Figure 2 C and D. Data were presented as mean±SD. (*p<0.05, **p<0.01 versus control group, Student t test, n=3) C, The expression of dedifferentiation markers (KLF4, KLF5 and OPN) and differentiation markers (ACTA2, CNN1 and TAGLA) in HA-VSMCs treated with 12 μM RepSox. 
Figure S3 CircHSPA4 recovers HA-VSMCs proliferation and dedifferentiation inhibited by RepSox
A, The expression of HSPA4 were detected in HA-VSMCs with or without circHSPA4 overexpression. B, The average fluorescence intensity of Figure 3D was calculated. (**p<0.01 versus control group, Student t test, n=3) C, The expression of KLF4, KLF5 and OPN (dedifferentiation markers) in HA-VSMCs treated with RepSox with or without circHSPA4 overexpression using qRT-PCR. (*p<0.05, **p<0.01 versus control group, one-way ANOVA, n=3). D, The expression of ACTA2, CNN1 and TAGLA (differentiation markers) in HA-VSMCs treated with RepSox with or without circHSPA4 overexpression using qRT-PCR. (*p<0.05, **p<0.01 versus control group, one-way ANOVA, n=3). E, Western blot analyzed the KLF4, KLF5, OPN, ACTA2, CNN1 and TAGLA expression in HA-VSMCs treated with or without RepSox. F, HA-VSMCs were transfected with CircHSPA4 expression vector or negative control vector and then treated with RepSox. Cell proliferation was detected using the Cell Counting Kit-8 (CCK8). (**p<0.01 versus control group, Student t test, n=3) 
[bookmark: OLE_LINK1]Figure S4 CircHSPA4 can bind to miR-19a-5p and inhibited its expression
A, The expression of CircHSPA4 and miR-19a-5p, and the binding site sequence of CircHSPA4 on miR-19a-5p. (CK: the sham group; VBI: vascular balloon injury group; DHA: vascular balloon injury with DHA intervention group) B, The expression of miR-19a-5p in HA-VSMCs treated with 12 μM RepSox.  (*p<0.05, **p<0.01 versus 0 μM group, Student t test, n=3) C, The expression of miR-19a-5p in HA-VSMCs transfected with CircHSPA4 expression or negative control vector. 
Figure S5 miR-19a-5p inhibited HA-VSMCs dedifferentiation and proliferation
A, The average fluorescence intensity of Figure 5D was calculated. (**p<0.01 versus control group, Student t test, n=3) B, HA-VSMCs were transfected with miR-19a-5p mimic or negative control. The proliferation of cells treated with PDGFBB was detected using EdU detection kits. C, HA-VSMCs were transfected with miR-19a-5p inhibitor or negative control. CCK8 detected the proliferation of cells treated with 10 μM DHA. (**p<0.01 versus control group, Student t test, n=3) D, HA-VSMCs were transfected with miR-19a-5p mimic or negative control. The expressions of KLF4, KLF5 and OPN in HA-VSMCs treated with DHA were analyzed with qRT-PCR. (**p<0.01 versus control group, Student t test, n=3) E, HA-VSMCs were transfected with miR-19a-5p mimic or negative control. The expressions of ACTA2, CNN1 and TAGLA in HA-VSMCs treated with DHA were analyzed with qRT-PCR. (**p<0.01 versus control group, Student t test, n=3)
