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	Description
	NES
	pvalue
	p.adjust

	HALLMARK_IL6_JAK_STAT3_SIGNALING
	2.376
	0.0035
	0.0128

	HALLMARK_INTERFERON_ALPHA_RESPONSE
	2.782
	0.0037
	0.0128

	HALLMARK_KRAS_SIGNALING_DN
	1.648
	0.0040
	0.0128

	HALLMARK_APOPTOSIS
	1.634
	0.0041
	0.0128

	HALLMARK_HYPOXIA
	1.782
	0.0042
	0.0128

	HALLMARK_INFLAMMATORY_RESPONSE
	2.343
	0.0042
	0.0128

	HALLMARK_MTORC1_SIGNALING
	1.682
	0.0042
	0.0128

	HALLMARK_ALLOGRAFT_REJECTION
	2.499
	0.0042
	0.0128

	HALLMARK_COMPLEMENT
	1.901
	0.0042
	0.0128

	HALLMARK_E2F_TARGETS
	2.004
	0.0042
	0.0128

	HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
	2.056
	0.0042
	0.0128

	HALLMARK_ESTROGEN_RESPONSE_LATE
	1.637
	0.0043
	0.0128

	HALLMARK_KRAS_SIGNALING_UP
	1.640
	0.0043
	0.0128

	HALLMARK_P53_PATHWAY
	1.977
	0.0043
	0.0128

	HALLMARK_G2M_CHECKPOINT
	2.039
	0.0043
	0.0128

	HALLMARK_TNFA_SIGNALING_VIA_NFKB
	2.534
	0.0043
	0.0128

	HALLMARK_INTERFERON_GAMMA_RESPONSE
	2.816
	0.0044
	0.0128

	HALLMARK_IL2_STAT5_SIGNALING
	1.485
	0.0084
	0.0230

	HALLMARK_MITOTIC_SPINDLE
	1.424
	0.0087
	0.0230

	HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY
	1.584
	0.0151
	0.0377



