[bookmark: _GoBack]Table S2 Univariate Cox regression analysis results of 16 pattern recognition receptors related genes
	Gene
	P value
	HR
	Lower 95%CI
	Upper 95%CI

	NR1H3
	0.014
	0.811
	0.686
	0.959

	ALPK1
	0.002
	0.693
	0.551
	0.872

	PIK3C3
	0.009
	1.407
	1.090
	1.816

	TYRO3
	0.009
	1.279
	1.062
	1.540

	IKBKB
	0.0007
	0.670
	0.531
	0.844

	CAV1
	0.017
	1.106
	1.018
	1.201

	UNC93B1
	0.001
	0.748
	0.628
	0.890

	IRF3
	0.007
	0.664
	0.492
	0.894

	SEC14L1
	0.038
	1.264
	1.013
	1.578

	GPS2
	0.004
	0.710
	0.561
	0.898

	IRAK2
	0.002
	0.830
	0.738
	0.935

	S100A8
	0.035
	1.046
	1.003
	1.090

	EPG5
	0.025
	1.321
	1.036
	1.686

	ZDHHC5
	0.027
	1.415
	1.041
	1.923

	CTSS
	0.007
	0.862
	0.773
	0.961

	PHB
	0.049
	1.317
	1.001
	1.731


HR, hazard ratio; CI, confidence interval. 

