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	Description
	NES
	pvalue
	p.adjust

	HALLMARK_E2F_TARGETS
	2.233
	0.0012
	0.0054

	HALLMARK_INFLAMMATORY_RESPONSE
	1.675
	0.0012
	0.0054

	HALLMARK_KRAS_SIGNALING_UP
	1.648
	0.0012
	0.0054

	HALLMARK_MTORC1_SIGNALING
	1.886
	0.0012
	0.0054

	HALLMARK_MYC_TARGETS_V1
	1.716
	0.0012
	0.0054

	HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
	2.287
	0.0012
	0.0054

	HALLMARK_ESTROGEN_RESPONSE_LATE
	1.629
	0.0012
	0.0054

	HALLMARK_APICAL_JUNCTION
	1.719
	0.0012
	0.0054

	HALLMARK_G2M_CHECKPOINT
	2.236
	0.0012
	0.0054

	HALLMARK_TNFA_SIGNALING_VIA_NFKB
	1.593
	0.0012
	0.0054

	HALLMARK_KRAS_SIGNALING_DN
	1.790
	0.0012
	0.0054

	HALLMARK_SPERMATOGENESIS
	1.712
	0.0013
	0.0054

	HALLMARK_PANCREAS_BETA_CELLS
	1.908
	0.0016
	0.0062

	HALLMARK_HYPOXIA
	1.595
	0.0024
	0.0079

	HALLMARK_MITOTIC_SPINDLE
	1.531
	0.0024
	0.0079

	HALLMARK_HEDGEHOG_SIGNALING
	1.777
	0.0045
	0.0140

	HALLMARK_COMPLEMENT
	1.466
	0.0048
	0.0140

	HALLMARK_UV_RESPONSE_DN
	1.479
	0.0088
	0.0233

	HALLMARK_COAGULATION
	1.509
	0.0088
	0.0233

	HALLMARK_IL2_STAT5_SIGNALING
	1.434
	0.0095
	0.0238

	HALLMARK_ANGIOGENESIS
	1.673
	0.011
	0.0252

	HALLMARK_UV_RESPONSE_UP
	1.436
	0.0149
	0.0323

	HALLMARK_ESTROGEN_RESPONSE_EARLY
	1.374
	0.0215
	0.0430

	HALLMARK_INTERFERON_ALPHA_RESPONSE
	-1.495
	0.0124
	0.0283

	HALLMARK_MYOGENESIS
	-1.262
	0.0184
	0.0383


The pathways with NES > 0 were enriched in high-risk group, while the functional pathways with NES < 0 were enriched in low-risk group.

