Supplementary Table 1. Table of the genotype name, PI numbers, resistance class, trial number, mean percent disease area (PDA) values, standard deviation (SD), standard error (SE), sample size (N), for each apple genotype used in the leaf disc assays. PDA is the percentage of necrotic pixels to the total area of the leaf disc following an inoculation of Erwinia amylovora. The resistance class column gives the abbreviated fire blight resistance group in parentheses (HS = highly susceptible; M = Moderate; R = resistant; HR = highly resistant). PI number is the plant introduction (unique identifier) from USDA-GRIN database.
	Genotype
	Species
	PI
	Class
	Trial
	PDA
	SD
	SE
	N

	Gala
	M. domestica
	392303
	HS
	A
	41.32
	22.15
	5.72
	15

	Gala
	M. domestica
	392303
	HS
	B
	80.14
	13.56
	3.39
	16

	Gala
	M. domestica
	392303
	HS
	C
	52.46
	31.6
	8.16
	15

	Cox's Orange Pippin
	M. domestica
	588853
	M
	A
	36.35
	30.99
	13.9
	5

	Cox's Orange Pippin
	M. domestica
	588853
	M
	B
	38.04
	20.18
	4.9
	17

	Cox's Orange Pippin
	M. domestica
	588853
	M
	C
	21.32
	5.91
	2.41
	6

	Enterprise
	M. domestica
	590210
	M
	A
	39.05
	23.04
	5.43
	18

	Enterprise
	M. domestica
	590210
	M
	B
	30.75
	14.94
	3.05
	24

	Enterprise
	M. domestica
	590210
	M
	C
	35.83
	15.84
	4.09
	15

	KAZ 95 18-14
	M. sieversii
	657054
	R
	A
	27.09
	23.68
	4.83
	24

	KAZ 95 18-14
	M. sieversii
	657054
	R
	B
	35.83
	25.08
	5.91
	18

	KAZ 95 18-14
	M. sieversii
	657054
	R
	C
	33.26
	23.4
	5.51
	18

	KAZ 96 01-03
	M. hybrid
	657085
	R
	A
	31.19
	22.93
	6.36
	13

	KAZ 96 01-03
	M. hybrid
	657085
	R
	B
	33.47
	18.29
	5.07
	13

	KAZ 96 01-03
	M. hybrid
	657085
	R
	C
	29.06
	22.55
	7.97
	8

	Floribunda 821
	M. floribunda
	589827
	HR
	A
	4.98
	10.55
	2.92
	13

	Floribunda 821
	M. floribunda
	589827
	HR
	B
	26.03
	22.51
	6.01
	14

	Floribunda 821
	M. floribunda
	589827
	HR
	C
	16.75
	6.93
	1.79
	15

	KAZ 96 08-01P-37
	M. hybrid
	657115
	HR
	A
	7.86
	5.9
	1.52
	15

	KAZ 96 08-01P-37
	M. hybrid
	657115
	HR
	B
	29.94
	19.53
	5.89
	11

	KAZ 96 08-01P-37
	M. hybrid
	657115
	HR
	C
	18.11
	14.68
	4.64
	10

	Robusta5
	M. × robusta
	588825
	HR
	A
	3.33
	2.49
	0.83
	9

	Robusta5
	M. × robusta
	588825
	HR
	B
	4.34
	2.46
	0.74
	11

	Robusta5
	M. × robusta
	588825
	HR
	C
	9.95
	7.3
	2.43
	9




