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Fig. S1. Schematic representation of the plasmid pSWV-hph















Table S1 Plasmids used in this study
	plasmids
	Description
	Source

	pSWV-hph
	hp4d promoter, Ampr, hph
	laboratory storage/

	pET28a
	LacI, T7 promoter, Kanar
	Novagen

	pXMJ19
	Cmr
	laboratory storage

	pyl.FBA1in
	yl.FBA1in promoter inserted into SpeI/NdeI in pSWV-hph
	This study

	pkm.PDC1
	km.PDC1 promoter inserted into SpeI/NdeI in pSWV-hph
	This study

	pkm.PDC1-km.FBA1
	km.FBA1 promoter inserted into SnaBI/SacI in pkm.PDC1
	This study

	pyl.hp4d-amy
	Amylase gene inserted into KpnI in pSWV-hph
	This study

	pyl.FBA1in-amy
	yl.FBA1in promoter inserted into SpeI/NdeI in pyl.hp4d-amy
	This study

	pyl.TEF1-amy
	yl.TEF1 promoter inserted into SpeI/NdeI in pyl.hp4d-amy
	This study

	pyl.TDH1-amy
	yl.TDH1 promoter inserted into SpeI/NdeI in pyl.hp4d-amy
	This study

	pyl.EXP1-amy
	yl.EXP1 promoter inserted into SpeI/NdeI in pyl.hp4d-amy
	This study

	pkm.PDC1-amy
	Amylase gene inserted into KpnI in pKm.PDC1-kmFBA1
	This study

	pkm.FBA1-amy
	km.FBA1 promoter inserted into SalI/NdeI in pkm.PDC1-amy
	This study

	pkm.TEF1-amy
	km.TEF1 promoter inserted into SalI/NdeI in pkm.PDC1-amy
	This study

	pkm.TDH3-amy
	km.TDH3 promoter inserted into SalI/NdeI in pkm.PDC1-amy
	This study

	pkm.ENO1-amy
	km.ENO1 promoter inserted into SalI/NdeI in pkm.PDC1-amy
	This study

	pyl.hp4d-rfp
	hp4d promoter for RFP
	laboratory storage

	pyl.FBA1in-rfp
	RFP gene inserted into KpnI in pyl.FBA1in
	This study

	pyl.TEF1-rfp
	yl.TEF1 promoter inserted into SpeI/NdeI in pyl.FBA1in-rfp
	This study

	pyl.TDH1-rfp
	yl.TDH1 promoter inserted into SpeI/NdeI in pyl.FBA1in-rfp
	This study

	pyl.EXP1-rfp
	yl.EXP1 promoter inserted into SpeI/NdeI in pyl.FBA1in-rfp
	This study

	pkm.PDC1-rfp
	RFP gene inserted into KpnI in pkm.PDC1-km.FBA1
	This study

	pkm.FBA1-rfp
	km.FBA1 promoter inserted into SalI/NdeI in pkm.PDC1-rfp
	This study

	pkm.TEF1-rfp
	km.TEF1 promoter inserted into SalI/NdeI in pkm.PDC1-rfp
	This study

	pkm.TDH3-rfp 
	km.TDH3 promoter inserted into SalI/NdeI in pkm.PDC1-rfp
	This study

	pkm.ENO1-rfp
	km.ENO1 promoter inserted into SalI/NdeI in pkm.PDC1-rfp
	This study

	pET28a-rfp
	RFP gene inserted into NdeI/XhoI in pET28a
	This study

	pET28a-amy
	Amylase gene inserted into NdeI/XhoI in pET28a
	This study

	pXMJ19-yl.TEF1-rfp
	Linear yl.TEF1-rfp inserted into ApaI/HindIII in pXMJ19
	This study

	pXMJ19-km.TEF1-rfp
	Linear km.TEF1-rfp inserted into ApaI/HindIII in pXMJ19
	This study

	pXMJ19-yl.TEF1-amy
	Linear yl.TEF1-amy inserted into ApaI/HindIII in pXMJ19
	This study

	pXMJ19-km.TEF1-amy
	Linear km.TEF1-amy inserted into ApaI/HindIII in pXMJ19
	This study













Table S2 Primers used in this study
	Primers
	Sequence (5’→3’), homologous arms are underlined and restriction sites are indicated in bold font

	Linear vector-F
	CAGTGTCTTGCGTCTCTTTATGC

	Linear vector-R
	TAACCGTATTACCGCCTTTGAGTG

	pyl.FBA1in-F
	ACCCGCAAGCTTGTCGACACTAGTGTAGCAACAACAGTGTACGCAG

	pyl.FBA1in-R
	AATTGCCTGCAGGGTACCCATATGGAAGAGCTGGGTTAGTTTGTGTAG

	pkm.PDC1-F
	ACCCGCAAGCTTGTCGACACTAGTTCCAGCGAATATACAGCGTG

	pkm.PDC1-R
	AATTGCCTGCAGGGTACCCATATGGCAATTATTTGGTTTGGGTG

	pkm.PDC1-km.FBA1-F
	TGCTTCTCTTTGTGTGTAGTGTACGAGCGACAAACACACTCC

	pkm.PDC1-km.FBA1-R
	GAGTTCAGGCTTTTTCATGAGCTCTTAGAATTTATTGGTTATTTGTGTGCTAAAAG

	pyl.hp4d-amy-F
	ACCCGAAACTAAGCATATGGGTACCATGCAGGTGCTGAACACTATG

	pyl.hp4d-amy-R
	TATCTGTTAATTGCCTGCAGGGTACCTCAGATTTTCTCCCAGATTGCGTAG

	pyl.FBA1in-amy-F
	identical to pyl.FBA1in-F

	pyl.FBA1in-amy-R
	TTCAGCACCTGCATGGTACCCATATGGAAGAGCTGGGTTAGTTTGTGTAG

	pyl.TEF1-amy-F
	ACCCGCAAGCTTGTCGACACTAGTTGGAAGTCGACCAGAGACCG

	pyl.TEF1-amy-R
	TTCAGCACCTGCATGGTACCCATATGTTTGAATGATTCTTATACTCAGAAGGAAATGC

	pyl.TDH1-amy-F
	ACCCGCAAGCTTGTCGACACTAGTCTCGGTAGTCGGAAAGAGC

	pyl.TDH1-amy-R
	TTCAGCACCTGCATGGTACCCATATGTGTTGATGTGTGTTTAATTCAAGAATG

	pyl.EXP1-amy-F
	ACCCGCAAGCTTGTCGACACTAGTATATAAGGAGTTTGGCGCCCG

	pyl.EXP1-amy-R
	TTCAGCACCTGCATGGTACCCATATGTGCTGTAGATATGTCTTGTGTGTAAGG

	pkm.PDC1-amy-F
	AACCAAATAATTGCCATATGGGTACCATGCAGGTGCTGAACACTATG

	pkm.PDC1-amy-R
	identical to pyl.hp4d-amy-R

	pkm.FBA1-amy-F
	GCAGCCGGACCCGCAAGCTTGTCGACGAGCGACAAACACACTCC

	pkm.FBA1-amy-R
	TTCAGCACCTGCATGGTACCCATATGTTAGAATTTATTGGTTATTTGTGTGCTAAAAG

	pkm.TEF1-amy-F
	GCAGCCGGACCCGCAAGCTTGTCGACCAACGCATATGCTGCAATC

	pkm.TEF1-amy-R
	TTCAGCACCTGCATGGTACCCATATGTTTAATGTTACTTCTCTTGGAGTTAG

	pkm.TDH3-amy-F
	GCAGCCGGACCCGCAAGCTTGTCGACGAAACTTGGGCCATGACAAAG

	pkm.TDH3-amy-R
	TTCAGCACCTGCATGGTACCCATATGGTGATGTGTAAAAGTGTGTGTGTAC

	pkm.ENO1-amy-F
	GCAGCCGGACCCGCAAGCTTGTCGACAAGCCTTGAGCTTCGTGTTTATTCAC

	pkm.ENO1-amy-R
	TTCAGCACCTGCATGGTACCCATATGGTAGTTTGTGTTTGTTGTTGTTGATGTG

	pyl.FBA1in-rfp-F
	CTAACCCAGCTCTTCCATATGGGTACCATGGTGTCTAAGGGCGAAGAG

	pyl.FBA1in-rfp-R
	TATCTGTTAATTGCCTGCAGGGTACCTTACTTGTAGAGTTCGTCCATGCC

	pyl.TEF1-rfp-F
	identical to pyl.TEF1-amy-F

	pyl.TEF1-rfp-R
	GCCCTTAGACACCATGGTACCCATATGTTTGAATGATTCTTATACTCAGAAGGAAATGC

	pyl.TDH1-rfp-F
	identical to pyl.TDH1-amy-F

	pyl.TDH1-rfp-R
	GCCCTTAGACACCATGGTACCCATATGTGTTGATGTGTGTTTAATTCAAGAATG

	pyl.EXP1-rfp-F
	identical to pyl.EXP1-amy-F

	pyl.EXP1-rfp-R
	GCCCTTAGACACCATGGTACCCATATGTGCTGTAGATATGTCTTGTGTGTAAGG

	pkm.PDC1-rfp-F
	AACCAAATAATTGCCATATGGGTACCATGGTGTCTAAGGGCGAAGAG

	pkm.PDC1-rfp-R
	identical to pyl.FBA1in-rfp-R

	pkm.FBA1-rfp-F
	identical to pkm.FBA1-amy-F

	pkm.FBA1-rfp-R
	GCCCTTAGACACCATGGTACCCATATGTTAGAATTTATTGGTTATTTGTGTGCTAAAAG

	pkm.TEF1-rfp-F
	identical to pkm.TEF1-amy-F

	pkm.TEF1-rfp-R
	GCCCTTAGACACCATGGTACCCATATGTTTAATGTTACTTCTCTTGGAGTTAG

	pkm.TDH3-rfp-F 
	identical to pkm.TDH3-amy-F

	pkm.TDH3-rfp-R
	GCCCTTAGACACCATGGTACCCATATGGTGATGTGTAAAAGTGTGTGTGTAC

	pkm.ENO1-rfp-F
	identical to pkm.ENO1-amy-F

	pkm.ENO1-rfp-R
	GCCCTTAGACACCATGGTACCCATATGGTAGTTTGTGTTTGTTGTTGTTGATGTG

	pET28a-rfp-F
	CCTGGTGCCGCGCGGCAGCCATATGATGGTGTCTAAGGGCGAAGAG

	pET28a-rfp-R
	GTGGTGGTGGTGGTGGTGCTCGAGTTACTTGTAGAGTTCGTCCATGCC

	pET28a-amy-F
	CCTGGTGCCGCGCGGCAGCCATATGATGCAGGTGCTGAACACTATG

	pET28a-amy-R
	GTGGTGGTGGTGGTGGTGCTCGAGTCAGATTTTCTCCCAGATTGCGTAG

	pXMJ19- yl.TEF1-rfp-F
	GCGCCGAGACAGAACTTAATGGGCCCTGGAAGTCGACCAGAGACCG

	pXMJ19- yl.TEF1-rfp-R
	GAGTCGACCTGCAGGCATGCAAGCTTTTACTTGTAGAGTTCGTCCATGCC

	pXMJ19- km.TEF1-rfp-F
	GCGCCGAGACAGAACTTAATGGGCCCCAACGCATATGCTGCAATC

	pXMJ19- km.TEF1-rfp-R
	GAGTCGACCTGCAGGCATGCAAGCTTTTACTTGTAGAGTTCGTCCATGCC

	pXMJ19- yl.TEF1-amy-F
	GCGCCGAGACAGAACTTAATGGGCCCTGGAAGTCGACCAGAGACCG

	pXMJ19- yl.TEF1-amy-R
	GAGTCGACCTGCAGGCATGCAAGCTTCAGATTTTCTCCCAGATTGCGTAG

	pXMJ19- km.TEF1-amy-F
	GCGCCGAGACAGAACTTAATGGGCCCCAACGCATATGCTGCAATC

	pXMJ19- km.TEF1-amy-R
	GAGTCGACCTGCAGGCATGCAAGCTTCAGATTTTCTCCCAGATTGCGTAG

	pyl.FBA1in-ck-F
	GTAGCAACAACAGTGTACGCAG

	pyl.FBA1in-ck-R
	AGAATTATCACCGGCAAACTATCTG

	pkm.PDC1-ck-F
	GCGTGAATAATGGAATGGCCTTG

	pkm.PDC1-ck-R
	identical to pyl.FBA1in-ck-R

	pkm.PDC1-km.FBA1-ck-F
	ATTTACGATGCCAATGCGAATAG

	pkm.PDC1-km.FBA1-ck-R
	CAGAAGGCGAAATATCACAACAC

	pyl.hp4d-amy-ck-F
	TTGTCCCTTTCGGTCCTCATC

	pyl.hp4d-amy-ck-R
	GTATTCGAACACGGGCATCTCAC

	pyl.FBA1in-amy-ck-F
	identical to pyl.FBA1in-ck-F

	pyl.FBA1in-amy-ck-R
	CTTGCCCATCAGGAAGTTGTACC

	pyl.TEF1-amy-ck-F
	TGGAAGTCGACCAGAGACCG

	pyl.TEF1-amy-ck-R
	identical to pyl.FBA1in-amy-ck-R

	pyl.TDH1-amy-ck-F
	CATAAACCGGACGCAGTAGGATG

	pyl.TDH1-amy-ck-R
	identical to pyl.FBA1in-amy-ck-R

	pyl.EXP1-amy-ck-F
	CATGCTGTTCATCGTGGTTAATGC

	pyl.EXP1-amy-ck-R
	identical to pyl.FBA1in-amy-ck-R

	pkm.PDC1-amy-ck-F
	identical to pyl.hp4d-amy-ck-F

	pkm.PDC1-amy-ck-R
	identical to pyl.hp4d-amy-ck-R

	pkm.FBA1-amy-ck-F
	CTGGTTTTTGTTTTTGTCTCTCCCC

	pkm.FBA1-amy-ck-R
	identical to pyl.FBA1in-amy-ck-R

	pkm.TEF1-amy-ck-F
	CCAGAAACAACCGCACAAATACG

	pkm.TEF1-amy-ck-R
	identical to pyl.FBA1in-amy-ck-R

	pkm.TDH3-amy-ck-F
	GAAACTTGGGCCATGACAAAG

	pkm.TDH3-amy-ck-R
	identical to pyl.FBA1in-amy-ck-R

	pkm.ENO1-amy-ck-F
	AGCTTCGTGTTTATTCACTCTGTACG

	pkm.ENO1-amy-ck-R
	identical to pyl.FBA1in-amy-ck-R

	pyl.FBA1in-rfp-ck-F
	CATGGTGTCTAAGGGCGAAGAG

	pyl.FBA1in-rfp-ck-R
	identical to pyl.hp4d-amy-ck-R

	pyl.TEF1-rfp-ck-F
	identical to pyl.TEF1-amy-ck-F

	pyl.TEF1-rfp-ck-R
	CCATCAGCGGGATACATCATCTC

	pyl.TDH1-rfp-ck-F
	identical to pyl.TDH1-amy-ck-F

	pyl.TDH1-rfp-ck-R
	identical to pyl.TEF1-rfp-ck-R

	pyl.EXP1-rfp-ck-F
	identical to pyl.EXP1-amy-ck-F

	pyl.EXP1-rfp-ck-R
	identical to pyl.TEF1-rfp-ck-R

	pkm.PDC1-rfp-ck-F
	identical to pyl.FBA1in-rfp-ck-F

	pkm.PDC1-rfp-ck-R
	identical to pyl.hp4d-amy-ck-R

	pkm.FBA1-rfp-ck-F
	identical to pkm.FBA1-amy-ck-F

	pkm.FBA1-rfp-ck-R
	identical to pyl.TEF1-rfp-ck-R

	pkm.TEF1-rfp-ck-F
	identical to pkm.TEF1-amy-ck-F

	pkm.TEF1-rfp-ck-R
	identical to pyl.TEF1-rfp-ck-R

	pkm.TDH3-rfp-ck-F 
	identical to pkm.TDH3-amy-ck-F

	pkm.TDH3-rfp-ck-R
	identical to pyl.TEF1-rfp-ck-R

	pkm.ENO1-rfp-ck-F
	identical to pkm.ENO1-amy-ck-F

	pkm.ENO1-rfp-ck-R
	identical to pyl.TEF1-rfp-ck-R

	pET28a-rfp-ck-F
	CATGGTGTCTAAGGGCGAAGAG

	pET28a-rfp-ck-R
	CAACTCAGCTTCCTTTCGGGC

	pET28a-amy-ck-F
	TTGTCCCTTTCGGTCCTCATC

	pET28a-amy-ck-R
	identical to pET28a-rfp-ck-R

	pXMJ19- yl.TEF1-rfp-ck-F
	identical to pyl.FBA1in-rfp-ck-F

	pXMJ19- yl.TEF1-rfp-ck-R
	TGAAGCATTTATCAGGGTTATTGTCTC

	pXMJ19- km.TEF1-rfp-ck-F
	identical to pyl.FBA1in-rfp-ck-F

	pXMJ19- km.TEF1-rfp-ck-R
	identical to pXMJ19-yl.TEF1-rfp-ck-R

	pXMJ19- yl.TEF1-amy-ck-F
	identical to pyl.hp4d-amy-ck-F

	pXMJ19- yl.TEF1-amy-ck-R
	identical to pXMJ19-yl.TEF1-rfp-ck-R

	pXMJ19- km.TEF1-amy-ck-F
	identical to pyl.hp4d-amy-ck-F

	pXMJ19- km.TEF1-amy-ck-R
	identical to pXMJ19-yl.TEF1-rfp-ck-R




















Sequences of five Y. lipolytica constitutive promoters and five K. marxianus constitutive promoters

yl.hp4d 
CTGAGGTGTCTCACAAGTGCCGTGCAGTCCCGCCCCCACTTGCTTCTCTTTGTGTGTAGTGTACGTACATTATCGAGACCGTTGTTCCCGCCCACCTCGATCCGGCTGAGGTGTCTCACAAGTGCCGTGCAGTCCCGCCCCCACTTGCTTCTCTTTGTGTGTAGTGTACGTACATTATCGAGACCGTTGTTCCCGCCCACCTCGATCCGGCTGAGGTGTCTCACAAGTGCCGTGCAGTCCCGCCCCCACTTGCTTCTCTTTGTGTGTAGTGTACGTACATTATCGAGACCGTTGTTCCCGCCCACCTCGATCCGGCTGAGGTGTCTCACAAGTGCCGTGCAGTCCCGCCCCCACTTGCTTCTCTTTGTGTGTAGTGTACGTACATTATCGAGACCGTTGTTCCCGCCCACCTCGATCCGGCACGGGCAAAAGTGCGTATATATACAAGAGCGTTTGCCAGCCACAGATTTTCACTCCACACACCACATCACACATACAACCACACACATCCACAATGGAACCCGAAACTAAG

yl.FBA1in 
GTAGCAACAACAGTGTACGCAGTACTATAGAGGAACAATTGCCCCGGAGAAGACGGCCAGGCCGCCTAGATGACAAATTCAACAACTCACAGCTGACTTTCTGCCATTGCCACTAGGGGGGGGCCTTTTTATATGGCCAAGCCAAGCTCTCCACGTCGGTTGGGCTGCACCCAACAATAAATGGGTAGGGTTGCACCAACAAAGGGATGGGATGGGGGGTAGAAGATACGAGGATAACGGGGCTCAATGGCACAAATAAGAACGAATACTGCCATTAAGACTCGTGATCCAGCGACTGACACCATTGCATCATCTAAGGGCCTCAAAACTACCTCGGAACTGCTGCGCTGATCTGGACACCACAGAGGTTCCGAGCACTTTAGGTTGCACCAAATGTCCCACCAGGTGCAGGCAGAAAACGCTGGAACAGCGTGTACAGTTTGTCTTAGCAAAAAGTGAAGGCGCTGAGGTCGAGCAGGGTGGTGTGACTTGTTATAGCCTTTAGAGCTGCGAAAGCGCGTATGGATTTGGCTCATCAGGCCAGATTGAGGGTCTGTGGACACATGTCATGTTAGTGTACTTCAATCGCCCCCTGGATATAGCCCCGACAATAGGCCGTGGCCTCATTTTTTTGCCTTCCGCACATTTCCATTGCTCGGTACCCACACCTTGCTTCTCCTGCACTTGCCAACCTTAATACTGGTTTACATTGACCAACATCTTACAAGCGGGGGGCTTGTCTAGGGTATATATAAACAGTGGCTCTCCCAATCGGTTGCCAGTCTCTTTTTTCCTTTCTTTCCCCACAGATTCGAAATCTAAACTACACATCACACAATGCCTGTTACTGACGTCCTTAAGCGAAAGTCCGGTGTCATCGTCGGCGACGATGTCCGAGCCGTGAGTATCCACGACAAGATCAGTGTCGAGACGACGCGTTTTGTGTAATGACACAATCCGAAAGTCGCTAGCAACACACACTCTCTACACAAACTAACCCAGCTCTTC

yl.TEF1 
TGGAAGTCGACCAGAGACCGGGTTGGCGGCGTATTTGTGTCCCAAAAAACAGCCCCAATTGCCCCAATTGACCCCAAATTGACCCAGTAGCGGGCCCAACCCCGGCGAGAGCCCCCTTCACCCCACATATCAAACCTCCCCCGGTTCCCACACTTGCCGTTAAGGGCGTAGGGTACTGCAGTCTGGAATCTACGCTTGTTCAGACTTTGTACTAGTTTCTTTGTCTGGCCATCCGGGTAACCCATGCCGGACGCAAAATAGACTACTGAAAATTTTTTTGCTTTGTGGTTGGGACTTTAGCCAAGGGTATAAAAGACCACCGTCCCCGAATTACCTTTCCTCTTCTTTTCTCTCTCTCCTTGTCAACTCACACCCGAAATCGTTAAGCATTTCCTTCTGAGTATAAGAATCATTCAAA

yl.TDH1 
CTCGGTAGTCGGAAAGAGCCGGGACCGGCCGGCGAGCATAAACCGGACGCAGTAGGATGTCCTGCACGGGTCTTTTTGTGGGGTGTGGAGAAAGGGGTGCTTGGAGATGGAAGCCGGTAGAACCGGGCTGCTTGGGGGGATTTGGGGCCGCTGGGCTCCAAAGAGGGGTAGGCATTTCGTTGGGGTTACGTAATTGCGGCATTTGGGTCCTGCGCGCATGTCCCATTGGTCAGAATTAGTCCGGATAGGAGACTTATCAGCCAATCACAGCGCCGGATCCACCTGTAGGTTGGGTTGGGTGGGAGCACCCCTCCACAGAGTAGAGTCAAACAGCAGCAGCAACATGATAGTTGGGGGTGTGCGTGTTAAAGGAAAAAAAAAGAAGCTTGGGTTATATTCCCGCTCTATTTAGAGGTTGCGGGATAGACGCCGACGGAGGGCAATGGCGCCATGGAACCTTGCGGATATCGATACGCCGCGGCGGACTGCGTCCGAACCAGCTCCAGCAGCGTTTTTTCCGGGCCATTGAGCCGACTGCGACCCCGCCAACGTGTCTTGGCCCACGCACTCATGTCATGTTGGTGTTGGGAGGCCACTTTTTAAGTAGCACAAGGCACCTAGCTCGCAGCAAGGTGTCCGAACCAAAGAAGCGGCTGCAGTGGTGCAAACGGGGCGGAAACGGCGGGAAAAAGCCACGGGGGCACGAATTGAGGCACGCCCTCGAATTTGAGACGAGTCACGGCCCCATTCGCCCGCGCAATGGCTCGCCAACGCCCGGTCTTTTGCACCACATCAGGTTACCCCAAGCCAAACCTTTGTGTTAAAAAGCTTAACATATTATACCGAACGTAGGTTTGGGCGGGCTTGCTCCGTCTGTCCAAGGCAACATTTATATAAGGGTCTGCATCGCCGGCTCAATTGAATCTTTTTTCTTCTTCTCTTCTCTATATTCATTCTTGAATTAAACACACATCAACA

yl.EXP1
ATATAAGGAGTTTGGCGCCCGTTTTTTCGAGCCCCACACGTTTCGGTGAGTATGAGCGGCGGCAGATTCGAGCGTTTCCGGTTTCCGCGGCTGGACGAGAGCCCATGATGGGGGCTCCCACCACCAGCAATCAGGGCCCTGATTACACACCCACCTGTAATGTCATGCTGTTCATCGTGGTTAATGCTGCTGTGTGCTGTGTGTGTGTGTTGTTTGGCGCTCATTGTTGCGTTATGCAGCGTACACCACAATATTGGAAGCTTATTAGCCTTTCTATTTTTTCGTTTGCAAGGCTTAACAACATTGCTGTGGAGAGGGATGGGGATATGGAGGCCGCTGGAGGGAGTCGGAGAGGCGTTTTGGAGCGGCTTGGCCTGGCGCCCAGCTCGCGAAACGCACCTAGGACCCTTTGGCACGCCGAAATGTGCCACTTTTCAGTCTAGTAACGCCTTACCTACGTCATTCCATGCATGCATGTTTGCGCCTTTTTTCCCTTGCCCTTGATCGCCACACAGTACAGTGCACTGTACAGTGGAGGTTTTGGGGGGGTCTTAGATGGGAGCTAAAAGCGGCCTAGCGGTACACTAGTGGGATTGTATGGAGTGGCATGGAGCCTAGGTGGAGCCTGACAGGACGCACGACCGGCTAGCCCGTGACAGACGATGGGTGGCTCCTGTTGTCCACCGCGTACAAATGTTTGGGCCAAAGTCTTGTCAGCCTTGCTTGCGAACCTAATTCCCAATTTTGTCACTTCGCACCCCCATTGATCGAGCCCTAACCCCTGCCCATCAGGCAATCCAATTAAGCTCGCATTGTCTGCCTTGTTTAGTTTGGCTCCTGCCCGTTTCGGCGTCCACTTGCACAAACACAAACAAGCATTATATATAAGGCTCGTCTCTCCCTCCCAACCACACTCACTTTTTTGCCCGTCTTCCCTTGCTAACACAAAAGTCAAGAACACAAACAACCACCCCAACCCCCTTACACACAAGACATATCTACAGCA

km.PDC1 TCCAGCGAATATACAGCGTGAATAATGGAATGGCCTTGTATTCGTTTTTTCCGAGAGAAAAAAACGGGCTTCGGTGAAAATCGGGTGAATATGCAACTAGCGGGACGAATGCTCTGGAAATGCATATCCTATGCAACTAGCGGGATGAACAAATCTCACCCCAGAATTCGCAGGAAAAAACAGGAAAAAAAAAAAGAAGGCCACCACGGCCACAAAGACCACAAAGACCACAAAAAAAAACAAAAAACAACCGTCCCAGCTTCCAGTGTTTGGAATACTGGAACACAGGAAGCCGCATAAGAGTGGGCGTTGCACAGGAAGCCAGGCCCAGAAGCCCCAGAGTTACTTTTTTTTTTTTGTTTTTTCCTTCTGTTCGCTGTGCCCGCATCAGATGATGCGCCTTTATTTACGATGCCAATGCGAATAGCACCAGTGAGAGCACCAGTAAAAGCATACGCATACACATACACACATAGAGCAAGCAAGCAGGCTAGCAACCAGGAAAGGCTGCCAGTGACTGCTACTGGGTGTCTAAGAACCGTAGGGCGGATTATTGTTGCGGTGGTTGGTTGCGGGTGGTTATGCGATGGTACGGTGCAGAATCGTACGGTGTTGGTTATGGAATTAGTATGGGTATGTGATATGTGGTAATATGTGATATTGGGTTATTGTGATTTGGAATACTGAATATCGAATATGGGATATGGAATATGGCCATGGCATGGTATGGTATGGGATGGGAGTATTCTATTTTATTTTATTTTATTCTGGTTCCTGCGTTTAGGGTAGGGTAGGAAGAAGGTGAGTGCTTTTGTATATAAGTGGAGTGTCTGGATCAGTTTTGTGGATTGTGAATGTTAGTTTCCCCTTTAATGTATATTTGTATTATTTGCTTTTGAGTACTCAATAACCAAGCACAACTACTAGTTTTAAAGGATCCATCCTCTTAAACAGTACAAATCGCAAAGAAAAGCTCCACACCCAAACCAAATAATTGC

km.FBA1 
GAGCGACAAACACACTCCCACATACATCTTTCCCGGAGGCAGAAACAAAATAAGAACAACAACAACACACCAACACGCCAACCATAGTAACCCACACGCTTAAACAACCAGTATCAGACCGGTACCCAACTTCTACGGCCGGCGGCGGCTGGCAGCGGCCTCGAGCATCCTCTATTCCCTCACCTCTTCTCTCGCTGTTGTACAACTTACAGGAATTCCCCTCTCTCCTCGAACTGGAAGCCGTGTTTCACGTGAGTGGTGGTACGATACCCGGTGGGAACCCTGTGTTGTGATATTTCGCCTTCTGGTTTTTGTTTTTGTCTCTCCCCTCTGGCTTCCAATACCGGAAAATTTGGAAATTTTGGAAAAACAGGAAATCACAAAAAAACAGGAGAACCTGGAAAACGTAACGAAACCAAATAGTGGAACCCAACTGAATCCGCCGTAGACCAGATCAACCCACATGATTAAACGTCGCCCTCGACTTCCAGTGGTACTTCCAGTACCAATTCCAGTACCACTTTGAACAACTCTCCATAACACTTCCAATTCCACTTACAGTGTATGTGTGTGTATGTGTGTGCGTGTGTGGACAGGTTTCTTGCGCTTCTTGTACTTCTGGTGATGATAGATGGTGGATTCTCGGTACAGGAATTGGCTCAGGCTTTTTTTTTTTCACATCGATTTCAGTTTGGGCTTTCCCTATGCATTCATTATATTGTGATTGCATTGAGCTTTGGAAATTTTTCATACTCTTCGAAATCATATATAATAAGTTACAATGTGAGTTATTCTCTCCTTCCTGGTTGTTGGTGTAAGCATCATTTAACTAGTCCCTTTTTTTTAAAGTTATTTAATATATATTTTTATTTTGTCCCAAACACCAAGAAGTAATCTTTACTTTTAGCACACAAATAACCAATAAATTCTAA

km.TEF1 
CAACGCATATGCTGCAATCACCCAACGGAATTAATTAATTAAGTAGTTACTTACAGTATTGTAATGCCATCCCAGCGTATCCCAGCCTAGTGTATCCCAGCCTAGCCTAGCCTAGGCCAAACCTAGGCCAAACCTAGGCCAAACCTAGCCCTCTCTAGCCTAGCGCCCAGCAGAAACACCGATGAAGCAAAGAAGTAACAGCAGGAAAGAAAAACAAACACAACAAAAAAAAACAAGCAGCATAGCATCAACAGAAATTTCTAAAGAGAACCAAATTCACCCCAGAAACAACCGCACAAATACGACATCCATCCACCTTTCTTTTATCTTCTTTTTCTGATCTGATAATTAGTTTCATATACAATACGTAGAAACAGGCGCACAGCACCCAGACCTGGCTTCTGCCCCAGTGTATAAGCAATGTAGCATAATTGGAAAAAAAAACGAAAAATACCGAAAATAAGTGGGAAGCTGGGCCACAGGAGTGGGGCGGGATGCGACTGGTTCTGAGCGGGACCGGGTAATAAGGTTGAAAAACTTTGAATTGATGGAATAAGTAACTTCTTTCTTTTCGCTGGCGGGAGAAGGAAAAAAAAAAATTTTTTTTCCTTCTGTTTAGTACTGGGACATTGAGAAGGCGTGTCAATTTTGAATAATTAGAGTGGTCAAAAAAATTTTTTTTGCTTGGGATACCCTTTTTCGATAATGTAAATTTTTTTTGAATATAAAAGGAGATTGAAAAATTTTTTCTAGCAGAAATGTTTTCAAGTTTTAATTGCAAGTTTCGTTTGAGTATTCAGTTGTATTTTAGTTGATTTGTAGTTTATTTACTAGTATTCTCATAGTTCTAACTCCAAGAGAAGTAACATTAAA

km.TDH3 
GAAACTTGGGCCATGACAAAGGCCATGGAAAATGGTAGTACCATGGTAGTACCATGGTACTACTAGTGGTGGTGGCATTAGTGGTACCAGAACCACCTGTTGATTGATGCTGGGACTCCTGTATTTTGGTTAGGGCCTGTCTGTTGGGGCCTGTCAAACAACCAACAACACTCTTCCATATTCTGTTCTATCCAGCTAGCTAGCTAGCTAGCTGTCTTTCTCTCTCGTATGACATGGCCTAAGGCCATGTCATGTCACACATACACACTGTTTCCCACTGCTTCCCACTGTTTCCACTGGTTTACCGTTTCAGTAAATATCCAACATGCGATCATGCCAATATTCTGCCAATATTCTGCCAAATGTTCTTTCTGCCATTCTGCCATATATAAAGACCACATTTGATATCCAATTTCCCAATTCCAAATGTATTAGAATAGAATAGTCTATATTATACTCTATACAATTTTATAGTCCCTCCCAAACCAAGTCTTTTAGATTTAACAACAGTACACACACACTTTTACACATCAC

km.ENO1
AAGCCTTGAGCTTCGTGTTTATTCACTCTGTACGGGCGGTTCTAGCGTGTCTGGGAATCCAAAGAGGAAGGGCCGTGTTTCGTGCAGGCATTTTAGTGGATGCCCGGGATGTAAGCTATTCGGTTACAGAAAATCAGGTTGTGATTCCAGTATGAGGAATAGTGGATGCCAGGTTGTGCGAGCATCACCAATATCATGGGAAATGCGAAATGGGCATGAGCCCAACCAACACAACACAATACCATACGCCAAATGGTAGCCTGAAAAAAAAAAAAAAGGTCTTGCCAGACCACTAAACTCGAGGTAGAACAAGACTGAGAAAGAGTGTGTGATCCCTTTGGTGGTAGTAATTTTTTTTTTTTTTTTTTTCAAGTTTCCAGCATCCCAAACCGAAACCCAACATCATCATGATCCCATCCCATGCCTATGCCCATGCCACATTCATTCATTGCACAACACACAACGTAGTGGACGACAGCATAGCATCAGTTAACTAACGGCCACTTGTTTTTTTTTCTTCCATTTTTTCGTTTTGTTCTAGCAACAATGAGTTCTAATTTTTTTGTTATAAAAGGGACAGTTAAGGTATATGTAAGGTTTCTTGTTCCATTTGGGTTAGAGTTTTGTAGTATTAGTTTTGGTTCTTAGTCCTTTTGGCCTAAGAAACCAGTAAGAATTCTTCTGATTTTCTTTACAAACACATCAACAACAACAAACACAAACTAC

Sequences of reporter genes α-amylase and RFP

α-amylase gene
ATGCAGGTGCTGAACACTATGGTGAACAAACACTTCTTGTCCCTTTCGGTCCTCATCGTCCTCCTTGGCCTCTCCTCCAACTTGACAGCCGGGCAAGTCCTGTTTCAGGGATTCAACTGGGAGTCGTGGAAGGAGAATGGCGGGTGGTACAACTTCCTGATGGGCAAGGTGGACGACATCGCCGCAGCCGGCATCACCCACGTCTGGCTCCCTCCGCCGTCTCACTCTGTCGGCGAGCAAGGCTACATGCCTGGGCGGCTGTACGATCTGGACGCGTCTAAGTACGGCAACGAGGCGCAGCTCAAGTCGCTGATCGAGGCGTTTCATGGCAAGGGCGTCCAGGTGATCGCCGACATCGTCATCAACCACCGCACGGCGGAGCACAAGGACGGACGCGGCATCTACTGCCTCTTCGAGGGCGGGACGCCCGACTCCCGCCTCGACTGGGGACCGCACATGATCTGCCGCGACGACCCCTACGGCGATGGCACCGGCAACCCGGACACCGGCGCCGACTTCGCCGCCGCGCCGGACATCGACCACCTCAACAAGCGCGTCCAGCGGGAGCTGATTGGCTGGCTCGACTGGCTCAAGATGGACATCGGCTTCGACGCGTGGCGCCTCGACTTCGCCAAGGGCTACTCCGCCGACATGGCAAAGATCTACATCGACGCCACCGAGCCGAGCTTCGCCGTGGCCGAGATATGGACGTCTATGGCGAACGGCGGGGACGGCAAGCCGAACTACGACCAGAACGCGCACCGGCAGGAGCTGGTCAACTGGGTCGATCGTGTCGGCGGCGCCAACAGCAACGGCACGGCGTTCGACTTCACCACCAAGGGCATCCTCAACGTCGCCGTGGAGGGCGAGCTGTGGCGCCTGCGCGGCGAGGACGGCAAGGCGCCCGGCATGATCGGGTGGTGGCCGGCCAAGGCGACGACCTTCGTGGACAACCACGACACCGGCTCGACGCAGCACCTGTGGCCGTTCCCCTCCGACAAGGTCATGCAGGGCTACGCATACATCCTCACCCACCCCGGCAACCCATGCATCTTCTACGACCATTTCTTCGATTGGGGTCTCAAGGAGGAGATCGAGCGCCTGGTGTCAATCAGAAACCGGCAGGGGATTCACCCGGCGAGCGAGCTGCGCATCATGGAAGCTGACAGCGATCTCTACCTCGCGGAGATTGATGGCAAGGTGATCACAAAGATTGGACCAAGATACGACGTCGAACACCTCATCCCCGAAGGCTTCCAGGTCGTCGCGCACGGTGATGGCTACGCAATCTGGGAGAAAATCTGA

RFP gene
ATGGTGTCTAAGGGCGAAGAGCTGATTAAGGAAAATATGCGAATGAAGGTGGTCATGGAAGGTTCCGTCAACGGCCACCAATTCAAATGCACTGGTGAAGGAGAAGGCAATCCTTACATGGGAACTCAAACCATGCGAATCAAAGTCATCGAGGGAGGACCCCTGCCCTTTGCCTTTGACATTCTGGCTACCTCCTTCATGTATGGCTCCCGAACTTTTATCAAGTACCCTAAAGGCATTCCTGATTTCTTCAAACAGTCCTTTCCTGAGGGTTTTACTTGGGAACGAGTTACCCGATACGAAGATGGTGGAGTCGTCACCGTCATGCAGGACACCTCCCTGGAGGATGGCTGTCTCGTTTACCACGTCCAAGTCCGAGGCGTGAACTTTCCCTCCAATGGTCCCGTGATGCAGAAGAAGACCAAGGGTTGGGAGCCTAATACTGAGATGATGTATCCCGCTGATGGTGGTCTGCGAGGATACACTCACATGGCTCTGAAAGTTGATGGTGGTGGACATCTGTCTTGCTCTTTCGTTACTACTTACCGATCTAAAAAGACCGTCGGCAACATCAAGATGCCCGGTATCCATGCCGTTGACCACCGACTGGAACGACTGGAGGAATCTGACAATGAAATGTTCGTTGTTCAACGAGAACACGCTGTTGCCAAGTTCGCTGGCCTGGGTGGTGGCATGGACGAACTCTACAAGTAA
image1.jpeg
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