[bookmark: _Hlk72691568]Supplementary Table S5. Primers, siRNAs and promoter sequence used in this study.
1. Primers used for qRT-PCR
	Gene Name
	Direction
	Primer Sequence (5’-3’)

	LAMB3
	Forward
	GCAGCCTCACAACTACTACAG

	
	Reverse
	CCAGGTCTTACCGAAGTCTGA

	PARP1
	Forward
	CGGAGTCTTCGGATAAGCTCT

	
	Reverse
	TTTCCATCAAACATGGGCGAC

	β-actin
	Forward
	TCCTCTCCCAAGTCCACACA

	
	Reverse
	GCACGAAGGCTCATCATTCA

	YTHDF1
	Forward
	ACCTGTCCAGCTATTACCCG

	
	Reverse
	TGGTGAGGTATGGAATCGGAG

	GALNT5
	Forward
	GGGCGAGTCTTGGCATTTATC

	
	Reverse
	CCCGAGTGTTGATCTCACTGAAT

	WNT11
	Forward
	GGAGTCGGCCTTCGTGTATG

	
	Reverse
	GCCCGTAGCTGAGGTTGTC

	CYP2S1
	Forward
	GCGCTGTATTCAGGGCTCAT

	
	Reverse
	CTTCCAGCATCGCTACGGTT

	DNM1
	Forward
	ATATGCCGAGTTCCTGCACTG

	
	Reverse
	AGTAGACGCGGAGGTTGATAG

	EFNB1
	Forward
	CGTGTTGGTCACCTGCAATAG

	
	Reverse
	CAGGCTTCCATTGGATGTTGA

	VASN
	Forward
	GAGAGCCACGTCACACTGG

	
	Reverse
	CAAAGTCGGCGTAGTCAAGC

	TNFSF13B
	Forward
	CCTCACGGTGGTGTCTTTCTA

	
	Reverse
	AACGGCACGCTTATTTCTGCT

	TMTC4
	Forward
	TGGGGCAGTAGACTGAGCA

	
	Reverse
	GGAAGCCTCCCGAGAGGTAG

	TMEM121
	Forward
	CGCCGCAGAAGATGATGCT

	
	Reverse
	CACCACGTTTTTGCCGACG

	SLC44A3
	Forward
	AGTCAAAGGTACGCAGCTCAA

	
	Reverse
	TGCTTTTGGACTGTGGGTATAGT

	SLC25A15
	Forward
	CCTGAAGACTTACTCCCAGGT

	
	Reverse
	GCGATGTTGGCGATTAGTGC

	RRBP1
	Forward
	GAGATGGCGAAAACTCACCAC

	
	Reverse
	CTCGAAGGAGGACAGTCACAT

	RAB15
	Forward
	ATGGCGAAGCAGTACGATGTG

	
	Reverse
	GTGGAACTCGTTGTCGGTGAA

	RASSF5
	Forward
	GGGCATGAAACTGAGTGAAGA

	
	Reverse
	TGGCATCATAGATGGACTGGG


	2. siRNA
	Sequence for siRNA
	Sense (5’-3’)

	FOXQ1-siRNA1
	CCAGCTCCTTCGCCATCGACA

	FOXQ1-siRNA2
	CGAGTACCTCATGGGCAAGTT

	LAMB3-siRNA1
	CCGGAGCGGACCAGGCAGATGATTACTCGAGTAATCATCTGCCTGGTCCGCTTTTTTTG

	LAMB3-siRNA2
	CCGGCCCTGGTGTGTAGCTAGTAAGCTCGAGCTTACTAGCTACACACCAGGGTTTTTTG

	PARP1-siRNA1
	GAGGAAGGUAUCAACAAAUTT

	PARP1-siRNA2
	GAGCACUUCAUGAAAUUAUTT

	PARP1-siRNA3
	GAGACCCAAUAGGUUAAUTT

	CHIP-siRNA1
	AGGCCCTGGCCGACTGCCG

	Si-Control (NC)
	UUCUCCGAACGUGUCACGUTT



	










3. PGL3-basic-H_LAMB3 promoter(-2000to+100) WT
ACTTGGAAATGATCAGTGTCCCTCAGGAGTGAGGCTGGCTGGGCTGCTCTTGGGGGTCTGCATAAACAGCTTCCTGGACTTTGCCGGGAGTGTAGGGGAGAGCCAAGCACAGCAATTGGCATGTCCCTCCTGCGAAGCCAAACCACTCCAGGACCTGCCCAAGCCTGTGAAGTCTGAGACACCGAATGTGTATTTACCTGGGCTCATGGCCTCAGATAAAGGGAGGAGGAGGAGGATTTAAGGGGCCCCAGCTACTCATGGTGAGGCCCACCGCACACCTGCCCTGCCTTTTCTCCTCTGAGGATCTGGGATTGCAACACCTGCTCTCTTCTGCTGAGTTAATTATTAATGAGTTCTTTGTCACATCCTCTGGTGATGGGCAGAGGGCGAAAGTTTCATGAGCGCTCTGAGTTCAGGGAGTTGGGGAAGTGGAGAGAAAGAGACCACCAGGTGGGAGAACTGAAAACACAGGTGTGTCAGAGTCAGAGCTGACCTTTCTCGGTGGGGGACTTGAGGGAGGTCTCTCTGTGTTGAAGGGACACTGCTTCTACTGACCTTACTTGCTGAGTTGAGCTAGATTTCACTGGAATGCTTACAGGGGGCAAGACTCTAACATTTATTGGACTATCAATTATGCATCAACTTACATCAACAACTCACTGCCCACTTGCTAATTACACTATTTCTTCTGCCTACCTGAACTTATGCTTAATTCGAATCTGAGGGTTAGAAATGCCCAATTTAATCCACAAAATTCTACATTTCCCCCTTAAGGGTCTTCAAGCCAATTTCTTGGACATAACCCTCCAATGGTGGAGAACTTTCTGTTTAGGAGACACTAACAAAGTGGAATCGTAGTTAAGAAGCTCCTTTAAATAGTAGCTTTGAGGTCCTAGCATTCCAAAACGGTGCCAGTGCAGGCTCTCCAGGGCCAAGATATGGACTGGCTGACCCTCCAGGTTTCCCTAAAAGCTCTCTGACCCTAACCTGGGGGAAAGAGTGTCCTGTGAGACCAGCCTCTCAATTTGGACCTGCCACTTCCATTTACAGTGGCTGGAAGCCCAGGATCCCTGAGCAAGGAGCCCACAAAAGAAGCTGTGTTCTCAGGCCTGGCAGGAGGCCAGGGAAAGTCTGTTTTGACTTTGTCAGTCAAGCTATGCTTCAGCCTTTCCTTCCACCACTTGTGGTCAGGTCTGTTTTCTGGCCCTCCAGGCGGGCATTCCTGCCTAGGGAGGGAGGGGCTAGGAGACTAACCCTCCCCACAGGTGGGAGGAGTGACTCACAGGCAGCTACCTGTCCCAGGGCTCCCTGCCAACCCTGTGGAGGGAGCTGGAGGCGAGCCATTTAGTTACTCTGCTCATTTCTCTTAAGCTTTCCTTGGATGAGTTGAGCTTTGAATCCTTCCTGATGAACCTTGCCTTTTAAGGATCCTCCAAATGCCCCAAGAAGCTGGGATTTTTCATTTTTTTTTTCACTGGGGAGGGGAATGGTGCTTTCCAGGGTCCTGGATGTTTGAGTCTTCTCACCTTCCAGCCCGGTGATATGTCTGGAGCTTTAACTCTCTATATAAGCCCTAATCTTTGTGTTCTCTGCCTGATCTTCTGTCTGGGGTGGTCCAGGTCACAAGAAGAAGCTGACCCCTGCTGGCTTTGGGAAAATGCTGAGTTCATTGCCTGGCACAAATGCAAGGGCCCTTCCCCACCCTGTGAATTCTGGTCTCTGATGATCACTTACATGTGCCTTGTGCTTTCTGTTTGAGGGGCCCCTTGCAGCCCCCACAGGCAGGTGGGCATTGTGGAGCTCACTACAAGAACTCTGGGACGGACCGACCAACCCACTTGCCCAGTCCCGTCCTGGGAGGTGGGGGTGCAGTGACGACAGATGGGTGTGACGGCTGCCAGATTCCTGAGACCCGCCCTGCGGTGGGGCTACACCCAGCCAGGGAGTCTCCAGAGGTGAGGCTGTTGTTTAAAAACCTGGAGCCGGGAGGGGAGACCCCCACATTCAAGAGGAGCTTTCAGGCGATCTGGAGAAAGAACGGCAGAACACACAGCAAGGTATGTTACCTGTCTTTACCTGCCTGGTGCGGGCCGGATGCGG
4. PGL3-basic-H_LAMB3 promoter(-2000to+100) MT
ACTTGGAAATGATCAGTGTCCCTCAGGAGTGAGGCTGGCTGGGCTGCTCTTGGGGGTCTTACGCCCACTAGTCCTGGACTTTGCCGGGAGTGTAGGGGAGAGCCAAGCACAGCAATTGGCATGTCCCTCCTGCGAAGCCAAACCACTCCAGGACCTGCCCAAGCCTGTGAAGTCTGAGACACCGAATGTGTATTTACCTGGGCTCATGGCCTCAGATAAAGGGAGGAGGAGGAGGATTTAAGGGGCCCCAGCTACTCATGGTGAGGCCCACCGCACACCTGCCCTGCCTTTTCTCCTCTGAGGATCTGGGATTGCAACACCTGCTCTCTTCTGCTGAGTTAATTATTAATGAGTTCTTTGTCACATCCTCTGGTGATGGGCAGAGGGCGAAAGTTTCATGAGCGCTCTGAGTTCAGGGAGTTGGGGAAGTGGAGAGAAAGAGACCACCAGGTGGGAGAACTGAAAACACAGGTGTGTCAGAGTCAGAGCTGACCTTTCTCGGTGGGGGACTTGAGGGAGGTCTCTCTGTGTTGAAGGGACACTGCTTCTACTGACCTTACTTGCTGAGTTGAGCTAGATTTCACTGGAATGCTTACAGGGGGCAAGACTCTAACATTTATTGGACTATCAATTATGCATCAACTTACATCAACAACTCACTGCCCACTTGCTAATTACACTATTTCTTCTGCCTACCTGAACTTATGCTTAATTCGAATCTGAGGGTTAGAAATGCCCAATTTAATCCACAAAATTCTACATTTCCCCCTTAAGGGTCTTCAAGCCAATTTCTTGGACATAACCCTCCAATGGTGGAGAACTTTCTGTTTAGGAGACACTAACAAAGTGGAATCGTAGTTAAGAAGCTCCTTTAAATAGTAGCTTTGAGGTCCTAGCATTCCAAAACGGTGCCAGTGCAGGCTCTCCAGGGCCAAGATATGGACTGGCTGACCCTCCAGGTTTCCCTAAAAGCTCTCTGACCCTAACCTGGGGGAAAGAGTGTCCTGTGAGACCAGCCTCTCAATTTGGACCTGCCACTTCCATTTACAGTGGCTGGAAGCCCAGGATCCCTGAGCAAGGAGCCCACAAAAGAAGCTGTGTTCTCAGGCCTGGCAGGAGGCCAGGGAAAGTCTGTTTTGACTTTGTCAGTCAAGCTATGCTTCAGCCTTTCCTTCCACCACTTGTGGTCAGGTCTGTTTTCTGGCCCTCCAGGCGGGCATTCCTGCCTAGGGAGGGAGGGGCTAGGAGACTAACCCTCCCCACAGGTGGGAGGAGTGACTCACAGGCAGCTACCTGTCCCAGGGCTCCCTGCCAACCCTGTGGAGGGAGCTGGAGGCGAGCCATTTAGTTACTCTGCTCATTTCTCTTAAGCTTTCCTTGGATGAGTTGAGCTTTGAATCCTTCCTGATGAACCTTGCCTTTTAAGGATCCTCCAAATGCCCCAAGAAGCTGGGATTTTTCATTTTTTTTTTCACTGGGGAGGGGAATGGTGCTTTCCAGGGTCCTGGATGTTTGAGTCTTCTCACCTTCCAGCCCGGTGATATGTCTGGAGCTTTAACTCTCTATATAAGCCCTAATCTTTGTGTTCTCTGCCTGATCTTCTGTCTGGGGTGGTCCAGGTCACAAGAAGAAGCTGACCCCTGCTGGCTTTGGGAAAATGCTGAGTTCATTGCCTGGCACAAATGCAAGGGCCCTTCCCCACCCTGTGAATTCTGGTCTCTGATGATCACTTACATGTGCCTTGTGCTTTCTGTTTGAGGGGCCCCTTGCAGCCCCCACAGGCAGGTGGGCATTGTGGAGCTCACTACAAGAACTCTGGGACGGACCGACCAACCCACTTGCCCAGTCCCGTCCTGGGAGGTGGGGGTGCAGTGACGACAGATGGGTGTGACGGCTGCCAGATTCCTGAGACCCGCCCTGCGGTGGGGCTACACCCAGCCAGGGAGTCTCCAGAGGTGAGGCTGTTGTTTAAAAACCTGGAGCCGGGAGGGGAGACCCCCACATTCAAGAGGAGCTTTCAGGCGATCTGGAGAAAGAACGGCAGAACACACAGCAAGGTATGTTACCTGTCTTTACCTGCCTGGTGCGGGCCGGATGCGG
