Supplementary information

Table S1.  Primer list used by qRT-PCR analysis.
	Gene-id
	[bookmark: _GoBack]Gene symbol
	forword/reverse
	Sequences (5'-3')

	AeActin
	AeActin
	F
	TCTTTCATCGGGATGGAAGC

	
	
	R
	ACTGAGCACAATGTTACCGTAGAG

	C15720.graph_c0
	GPI-
	F
	CTACACGATCATCACGAGCC

	
	
	R
	TTGAGCTCTTTGGCGTAAGG

	C48540.graph_c0
	UGP2
	F
	CCGATCACGATTCCTTCCAG

	
	
	R
	CATAGCCATCGGCTAAGGTG

	c47488.graph_c0
	scrk
	F
	CTGATGATGTTCGTGCCTGT

	
	
	R
	ATGTGGTACAAGCCGCATAC

	c45839.graph_c0
	UER1
	F
	CCGGATTTCTCTTGAGTCGG

	
	
	R
	TATGTGATTCGCACCAGTCG

	C47935.graph_c0
	UGDH
	F
	CGATGTTCAACACGGTTTCG

	
	
	R
	TCAACCGTGCATTATCACCC

	c47978.graph_c1
	RHM
	F
	ACTGCTCAAGCCTCAAGAAC

	
	
	R
	CGATGGACTCGGTTTGTAGG

	C49089.graph_c0
	SUS
	F
	CACTCTCTGATGTCATGCCC

	
	
	R
	AAGTTCTCCAAGGAGTTGCG

	C47003.graph_c0
	SPS
	F
	CGCCTCATTCTTTCTGACCC

	
	
	R
	GCATTGTTTGCCTTGGTTGT




Fig. S1. Heat map of MYB WRKY and bHLH. A: MYB, B: WRKY,C: bHLH. Red represents high expression and white represents low expression.
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