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Fig. S1: BP Enrichment of Cancer Cell, Cycling Cell, and Fibroblast
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Fig. S2 KM Curve of Top 10 NAC-related Key Genes


[image: ]
Fig. S3 Validation of Prognostic Model in Validation Cohorts
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Fig. S4 Differences in Risk Scores Across Clinical Variable in the GSE25065 and GSE2226 Cohorts
A. Differences in risk scores across age;
B. Differences in risk scores across tumor grade; 
C. Differences in risk scores across ER status;
D. Differences in risk scores across PR status;
E. Differences in risk scores across the intrinsic subtypes;
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Fig. S5 Differences in Risk Scores Across Clinical Variable in the GSE25065 and GSE2226 Cohorts
A. Univariate Cox (upper) and multivariate Cox (lower) analysis in the GSE25055 cohort;
B. Univariate Cox (upper) and multivariate Cox (lower) analysis in the GSE22226 cohort;
C. KM curve of NAC prognosis model related to grade 1/2；
D. KM curve of NAC prognosis model related to grade 3/4；
E. KM curve of NAC prognosis model related to stage Ⅰ/Ⅱ；
F. KM curve of NAC prognosis model related to grade Ⅲ/Ⅳ；
G. KM curve of NAC prognosis model related to ER-positive；
H. KM curve of NAC prognosis model related to ER-negative；
I. KM curve of NAC prognosis model related to PR-positive；
J. KM curve of NAC prognosis model related to PR-negative.
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Figure S2

O
N
o

overall survival

0.00 1

overall survival

0.00 1

o
&)
S

o
)
o

AR == High == | ow

o
N
ol

p<0.001
0 1000 2000 3000
Time (Days)
NAT1 =se= High == | ow
p<0.001
0 1000 2000 3000
Time (Days)

overall survival

o
)
&)

0.001

overall survival

0.001

O
N
o

o
)
S

CIRBP == High == | ow

p<0.001

O
\l
&)

o
)
S

o
N
o

0

1000 2000 3000

Time (Days)

TBC1D9 == High == |ow

p<0.001

0

1000 2000 3000

Time (Days)

overall survival

0.00 1

overall survival

0.00 1

O
N
o

MAGED?2 == High == [ow

O
N
o

o
)
S

O
N
()

1.004
— 0.75;
>
Z
-}

@ 0,50
©
(O]
3 0.25
p<0.001 '
0.00+
0 1000 2000 3000
Time (Days)
EVL == High == |ow I
1.00
— 075
>
b
>
@ 0.50-
©
o
3 0.25
p<0.001 '
0.00-
0 1000 2000 3000
Time (Days)

FBP1 == High == | ow

p<0.001

0

1000 2000 3000

Time (Days)

SLC39A6 == High == | ow

p<0.001

0

1000 2000 3000

Time (Days)

[Tl

1.001

o
N
o

0.501

overall survival

o
)
&)

0.00+

XBP1 == High == [ow

p<0.001

o o
(@)] ~
o (@)]

overall survival

o
N
ol

0.00 1

1000 2000 3000

Time (Days)

GATA3 == High == |ow

p<0.001

0

1000 2000 3000

Time (Days)




image3.tif
Figure S3

Score e High e Low Score == High == Low Score e High e Low Score == High == Low
_3.5‘ J 1 00_
0.5- / 1.00- -
4.0 >
0.0 = o = 075
— - o MO
8 0-75 & -4.51 ®
O
0.5 g O
S 0.50- ~5.0- 2 0501
-1.09 © a g
© —— ) 2>
Patients(increasing score) 2 0os- P =0.005 Patients(increasing score) g 0.254 5;?20212
i A HR =2.57 o Alve o Dead 7 - o
° Alve e Dead 95% Cl = 1.29 - 5.12 95% Cl = 2.76 - 14.02
2500 o 0.00 | | = ° 0.00 1
—~~ @® ® e ® . . I . I . ® ° T T T | T T
g ol e . : 00 1000 1200 2000 2200 8 ol L u ) e 0 500 1000 1500 2000 2500
= e % ® Tq. 0 ® 2° o [0) ® o [ L X s & ©° o .
 s00le e at M e T T e . Number at risk I I R QAT ST TR Number at risk
i: .00. ‘.’ . ® % @ ® ® .OOO 0. ® & l: ® .o ® :a ® ."0. 00:0& @®® o o . e 00.0 o .
S0 Tt e L L e ® Ligh I62 15 38 1 5 5 S 1000° TRt = Hnghi 91 70 50 22 1 0
© S ® ®
Z 5001 ® . T st, 2t |8 Lowiez 59 51 28 3 : ‘ ER Tl T s Glowqel 87 64 31 7 1
@ ° LR B : : ' ' ' ' 0+ e * *° 0 500 1000 1500 2000 2500
0 500 1000 1500 2000 2500 : : - :
Patients(increasing score) Time (Days) Patients(increasing score) Time (Days)
1.00
scorc 1.00- | Score N
| e = Wl IR~
I AR PRI N S | | S
L Il B2 LR (L e,
Score : , -E‘ sicT-Th ’ L =
M High EVL = 9 = 0.50
Bed IR Rzl
e, (CLUONHE- o i 10 .
| i 0
0 | 5 HOXB2
I_2 HOXB2 0.251 I 2 | | 0.25-
-4 | L - _ _
‘ H | | H‘ HI MAGED2 — AUC at 1 years = 0.870 I ” ‘ H ‘ ‘ H ‘ m MAGED2 AUC at1yeaf3_0-75g
| | — AUC at 3 years = 0.768 - | I 11 | —AUC at3years:0.754
— AUC at 5 years = 0.626 NAT1 == AUC at 5 years = 0.80
NAT1 0.00. | | | 0.00+
P W e 5
1-Specificity LU UL | pecificity

GSE25065
GSE22226




