Table 1. Differentially expressed gene: 119 genes highly expressed in CD80high MZ B cells. 
	
	
	CD80high
	CD80low
	
	
	
	CD80high
	CD80low

	1
	Retnlg
	1.28
	0.00
	
	61
	Cd300lf
	11.11
	4.33

	2
	Zbtb32
	7.75
	0.28
	
	62
	Lgals1
	9.61
	3.78

	3
	Cd80
	16.19
	0.92
	
	63
	Galm
	2.53
	1.00

	4
	Npr2
	1.71
	0.12
	
	64
	Fam46c
	13.89
	5.54

	5
	Bbs7
	1.54
	0.11
	
	65
	Inpp4a
	13.46
	5.38

	6
	C1qtnf4
	1.31
	0.13
	
	66
	Hist1h4k
	97.74
	39.08

	7
	Il10
	13.10
	1.42
	
	67
	Spc24
	5.25
	2.12

	8
	Lmo7
	1.98
	0.25
	
	68
	A530032D15Rik
	59.37
	24.15

	9
	Actn1
	1.49
	0.21
	
	69
	Rhobtb1
	6.05
	2.47

	10
	Arhgef16
	2.47
	0.36
	
	70
	Ckap2l
	3.24
	1.32

	11
	Coro2b
	1.25
	0.20
	
	71
	Racgap1
	9.43
	3.91

	12
	Lysmd2
	8.97
	1.47
	
	72
	Cdc20
	8.85
	3.68

	13
	Ctla4
	5.67
	1.02
	
	73
	Fcrl5
	99.00
	41.63

	14
	Axl
	1.22
	0.24
	
	74
	Krt222
	4.30
	1.83

	15
	S100a6
	9.13
	1.90
	
	75
	Gbp3
	20.94
	8.98

	16
	Gng12
	3.28
	0.70
	
	76
	Oosp1
	9.94
	4.26

	17
	Dmd
	1.73
	0.42
	
	77
	Vsir
	10.01
	4.32

	18
	Timd2
	5.54
	1.35
	
	78
	Atf3
	67.80
	29.39

	19
	Sirpa
	3.75
	0.95
	
	79
	Shisa8
	4.93
	2.14

	20
	Dnase1l3
	8.81
	2.24
	
	80
	Cd200
	8.42
	3.66

	21
	Jchain
	80.78
	20.59
	
	81
	Apoe
	174.18
	75.99

	22
	Gpr55
	3.75
	0.97
	
	82
	Snx18
	50.15
	21.90

	23
	Fah
	5.72
	1.49
	
	83
	Ccna2
	8.06
	3.53

	24
	Apba1
	1.36
	0.37
	
	84
	Slc39a4
	3.35
	1.49

	25
	Zbtb20
	57.79
	16.18
	
	85
	Prc1
	9.34
	4.15

	26
	Nid1
	11.18
	3.15
	
	86
	Hist1h2af
	48.51
	21.70

	27
	Gm14137
	40.67
	11.49
	
	87
	Man2a2
	35.16
	15.91

	28
	Mpeg1
	66.85
	19.61
	
	88
	Derl3
	8.43
	3.84

	29
	Serpine2
	7.87
	2.34
	
	89
	Nr3c2
	6.81
	3.11

	30
	Atp11a
	2.26
	0.68
	
	90
	Kif18b
	2.20
	1.01

	31
	Bbc3
	14.94
	4.56
	
	91
	Cfp
	58.98
	27.12

	32
	Adora2a
	11.39
	3.52
	
	92
	Plscr1
	7.81
	3.62

	33
	Creb3l2
	2.91
	0.90
	
	93
	Gimap4
	59.52
	27.60

	34
	Rbm47
	8.04
	2.51
	
	94
	Hist1h3c
	160.94
	74.90

	35
	Kcnn4
	3.82
	1.22
	
	95
	Ticrr
	1.87
	0.87

	36
	Sowahc
	13.44
	4.34
	
	96
	Birc5
	10.97
	5.12

	37
	Bhlhe41
	25.05
	8.11
	
	97
	Hepacam2
	12.57
	5.89

	38
	Gbp2
	3.15
	1.03
	
	98
	Diras2
	2.10
	0.98

	39
	Gfod2
	1.39
	0.46
	
	99
	Cd33
	6.76
	3.17

	40
	Mgst1
	13.46
	4.42
	
	100
	Plk1
	4.96
	2.33

	41
	Ackr2
	37.25
	12.42
	
	101
	Stc1
	12.41
	5.84

	42
	Pard3b
	2.76
	0.93
	
	102
	Hist1h4f
	279.39
	131.90

	43
	Diaph3
	5.08
	1.72
	
	103
	Hmgn3
	15.21
	7.23

	44
	Tbc1d9
	25.42
	8.61
	
	104
	Mki67
	22.31
	10.64

	45
	Havcr1
	8.78
	3.02
	
	105
	Csf2rb
	22.21
	10.63

	46
	Gpr137b
	15.83
	5.45
	
	106
	Ccnb2
	5.43
	2.60

	47
	Rap1gap2
	10.10
	3.56
	
	107
	Ube2c
	15.99
	7.66

	48
	Espl1
	3.11
	1.10
	
	108
	H1f0
	5.14
	2.49

	49
	Gbp7
	1.59
	0.56
	
	109
	Prdm1
	6.53
	3.17

	50
	AF067061
	12.40
	4.49
	
	110
	Spag5
	6.13
	2.98

	51
	Cd9
	64.52
	23.40
	
	111
	Nxpe2
	5.15
	2.51

	52
	Ahnak
	11.94
	4.33
	
	112
	Cdk1
	5.59
	2.73

	53
	St8sia6
	10.77
	3.95
	
	113
	Wee1
	8.63
	4.23

	54
	Il5ra
	18.00
	6.61
	
	114
	Vim
	51.35
	25.24

	55
	Lipc
	11.19
	4.14
	
	115
	Nfyc
	43.10
	21.20

	56
	Akap5
	3.41
	1.32
	
	116
	Itgax
	2.32
	1.14

	57
	Rgs16
	13.21
	5.10
	
	117
	Plxnd1
	4.60
	2.28

	58
	Cacna1s
	2.77
	1.08
	
	118
	Cpd
	2.32
	1.15

	59
	Hist1h2bm
	98.77
	38.49
	
	119
	Faah
	27.14
	13.56

	60
	Laptm4b
	6.67
	2.60
	
	
	
	
	


Table 2. Differentially expressed gene: 37 genes highly expressed in CD80low MZ B cells.
	
	
	CD80high
	CD80low

	1
	Gm1673
	0.00
	1.16

	2
	Nhs
	1.13
	2.26

	3
	Kcnk13
	3.70
	7.43

	4
	Pydc4
	2.24
	4.61

	5
	Akap12
	1.90
	4.04

	6
	Icosl
	58.09
	123.98

	7
	Zfp940
	1.11
	2.43

	8
	Vpreb3
	22.97
	50.98

	9
	Rnf144a
	2.41
	5.38

	10
	Acpp
	1.07
	2.43

	11
	Ccl4
	13.35
	30.61

	12
	Il12a
	7.65
	17.67

	13
	Ppt2
	2.76
	6.43

	14
	Slamf1
	6.48
	15.27

	15
	Parp8
	1.80
	4.26

	16
	Adap1
	2.25
	5.34

	17
	Gm1045
	3.83
	9.31

	18
	Tmem108
	1.83
	4.46

	19
	Pxdc1
	45.55
	112.13

	20
	Ppfibp1
	1.42
	3.65

	21
	Cd93
	0.82
	2.14

	22
	1810055G02Rik
	0.76
	2.07

	23
	Fcer2a
	22.05
	60.37

	24
	Cpm
	4.00
	11.01

	25
	Tspan15
	3.52
	10.16

	26
	Meis1
	0.42
	1.26

	27
	Pik3r3
	1.83
	5.74

	28
	Epha2
	4.51
	14.33

	29
	Nrxn1
	0.39
	1.27

	30
	Nck2
	2.85
	10.13

	31
	Mns1
	0.59
	2.42

	32
	Cnn3
	5.43
	25.92

	33
	Trem1
	0.80
	4.34

	34
	Adgrg1
	0.20
	1.16

	35
	March8
	0.26
	1.69

	36
	Cnr1
	0.12
	1.16

	37
	Fam174b
	0.18
	1.83





Table 3. Sequencing result for B cells
	Cell types
	Total reads
	Unique VDJH
	Unique CDR3

	B-1a
	462,474
	12,787
	9,284

	CD80high MZ
	575,321
	53,447
	39,333

	CD80low MZ
	601,983
	118,703
	93,520

	FO
	454,383
	29,662
	20,704



Table 4. Top 30 overlapped sequences with B-1a cell repertoire
	
	
	
	
	CD80high MZ
	CD80low MZ
	FO
	B-1a

	
	CDR3
	V
	J
	Reads
	%
	Reads
	%
	Reads
	%
	Reads
	%

	1
	ARDFDY
	V7-3
	J2
	1,006
	0.17
	226
	0.04
	 
	
	15,377
	15.85

	2
	ARDGNYYFDY
	V7-3
	J2
	 
	
	27
	0.00
	 
	
	7,062
	7.28

	3
	ARYSYYSYDWYFDV
	V3-2
	J1
	257
	0.04
	5
	0.00
	 
	
	6,235
	6.43

	4
	ANWDWYFDV
	V14-3
	J1
	 
	
	119
	0.02
	 
	
	5,394
	5.56

	5
	ARTDY
	V2-9
	J2
	 
	
	3
	0.00
	 
	
	5,125
	5.28

	6
	ARYYSYYSYFDY
	V3-2
	J2
	147
	0.03
	5
	0.00
	 
	
	4,981
	5.14

	7
	VRDGFAY
	V10S3
	J3
	1,129
	0.20
	191
	0.03
	344
	0.08
	4,109
	4.24

	8
	ARFYYGSSYWYFDV
	V3-2
	J1
	18
	0.00
	9
	0.00
	 
	
	3,946
	4.07

	9
	ARDIDY
	V7-3
	J2
	443
	0.08
	34
	0.01
	550
	0.12
	3,887
	4.01

	10
	ARDLDY
	V7-3
	J2
	170
	0.03
	46
	0.01
	 
	
	3,003
	3.10

	11
	ARDGYDYFDY
	V7-3
	J2
	1
	0.00
	 
	
	 
	
	2,826
	2.91

	12
	AKHYYGSSYWYFDV
	V2-6-5
	J1
	26
	0.00
	7
	0.00
	 
	
	2,823
	2.91

	13
	ATGYFDV
	V1S130
	J1
	75
	0.01
	17
	0.00
	 
	
	2,789
	2.88

	14
	ARWDY
	V1-80
	J2
	 
	
	21
	0.00
	 
	
	2,706
	2.79

	15
	ATGYFDY
	V1S130
	J2
	13
	0.00
	91
	0.02
	 
	
	2,664
	2.75

	16
	ARSGFAY
	V1-26
	J3
	191
	0.03
	16
	0.00
	 
	
	2,558
	2.64

	17
	ARDMDY
	V7-3
	J2
	62
	0.01
	 
	
	 
	
	2,270
	2.34

	18
	AKHGNYYAMDY
	V2-6-5
	J4
	117
	0.02
	34
	0.01
	 
	
	1,881
	1.94

	19
	ASSYYSYAYYYAMDY
	V1S55
	J4
	2
	0.00
	 
	
	 
	
	1,788
	1.84

	20
	ATGTYYFDY
	V3-2
	J2
	11
	0.00
	20
	0.00
	 
	
	1,779
	1.83

	21
	ARDMDY
	V7-3
	J4
	329
	0.06
	27
	0.00
	 
	
	1,717
	1.77

	22
	ARGYYSYYSYDNFDY
	V3-6
	J2
	164
	0.03
	 
	
	 
	
	1,661
	1.71

	23
	ASNWDY
	V7-3
	J2
	114
	0.02
	14
	0.00
	 
	
	1,543
	1.59

	24
	VRDGFAY
	V10-3
	J3
	98
	0.02
	42
	0.01
	4
	0.00
	1,380
	1.42

	25
	ATGTFDY
	V1-4
	J2
	94
	0.02
	14
	0.00
	388
	0.09
	1,356
	1.40

	26
	AKHGYYYAMDY
	V2-6-5
	J4
	 
	
	25
	0.00
	 
	
	1,293
	1.33

	27
	ATGYFDV
	V1S35
	J1
	38
	0.01
	2
	0.00
	 
	
	1,250
	1.29

	28
	ARDGYYFDY
	V7-3
	J2
	15
	0.00
	14
	0.00
	 
	
	1,245
	1.28

	29
	AIYYGNYFDY
	V1S50
	J2
	37
	0.01
	 
	
	 
	
	1,179
	1.22

	30
	ATGYFDY
	V1S35
	J2
	4
	0.00
	23
	0.00
	 
	
	1,171
	1.21

	% (reads/total reads in each repertoire)
(Descending order based on B1a repertoire)





Table 5. Top 20 most dominant sequences
	CD80high MZ
	CD80low MZ

	
	CDR3
	V
	J
	Reads
	Rank
 on B-1a
	
	CDR3
	V
	J
	Reads
	Rank
 on B-1a

	1
	VRDGFAY
	V10S3
	J3
	1129
	9
	1
	ASYYGPYYAMDY
	V7-3
	J4
	496
	

	2
	ARDFDY
	V7-3
	J2
	1006
	1
	2
	VRDGYSNLDY
	V10-3
	J2
	463
	

	3
	ARWDYYGSSFDY
	V3-2
	J2
	873
	
	3
	AKTSTARYFDV
	V2-3
	J1
	442
	

	4
	ARDSYYSYDY
	V3-6
	J2
	808
	
	4
	VRDFYGNYFDY
	V10S3
	J2
	415
	

	5
	ARDSNYAMDY
	V1S50
	J4
	757
	
	5
	ARDIGTYGHFDY
	V7-3
	J2
	345
	

	6
	ARGYYGSSYWYFDV
	V1-55
	J1
	660
	251
	6
	AIYDGYFDY
	V2-3
	J2
	340
	

	7
	VRDYYGYAMDY
	V10-3
	J4
	651
	
	7
	TYGYDDY
	V6-6
	J2
	269
	

	8
	AREVYYSYDY
	V7-3
	J2
	608
	
	8
	ARGDGYYVDY
	V7-3
	J2
	266
	

	9
	ARWDYGSSYFDY
	V3-2
	J2
	519
	
	9
	ARRSQFPFDY
	V1-4
	J2
	251
	

	10
	VRDPTVVAPYAMDY
	V10S3
	J4
	490
	
	10
	VRDYYGSSYWYFDV
	V10-3
	J1
	245
	

	11
	ARRGYAMDY
	V3-2
	J4
	490
	
	11
	AKPRQLWAMDY
	V2-3
	J4
	245
	

	12
	ARDDGYVLV
	V2-9
	J1
	465
	
	12
	ARDIRQLAMDY
	V7-3
	J4
	243
	

	13
	ARDYYGSSFDY
	V3-6
	J2
	453
	
	13
	ARSLLRSYWYFDV
	V1-34
	J1
	228
	

	14
	TTGFAY
	V6-3
	J3
	444
	
	14
	AILAY
	V1-34
	J3
	228
	

	15
	ARDIDY
	V7-3
	J2
	443
	12
	15
	ARDFDY
	V7-3
	J2
	226
	1

	16
	ARQDYSYHFDY
	V3-2
	J2
	437
	9038
	16
	ARAYYSYAYAMDY
	V7-3
	J4
	223
	

	17
	ARWYYGSSYFDY
	V3-2
	J2
	415
	
	17
	ARAPWDFDY
	V7-3
	J2
	223
	

	18
	ARDYGNYFDY
	V3-2
	J2
	392
	535
	18
	ARSDY
	V3-2
	J2
	222
	

	19
	ARYYGSSYWYFDV
	V1-26
	J1
	377
	248
	19
	VSYDGYYYAMDY
	V10-3
	J4
	213
	

	20
	ARRRDGYLIDY
	V1-34
	J2
	362
	
	20
	AKLRLRAMDY
	V2-6-5
	J4
	205
	

	
	
	
	
	
	
	
	
	
	
	
	

	FO
	B-1a

	
	CDR3
	V
	J
	Reads
	Rank
 on B-1a
	
	CDR3
	V
	J
	Reads
	Rank
 on B-1a

	1
	ARGGYGSSYNWYFDV
	V1-4
	J1
	1108
	
	1
	ARDFDY
	V7-3
	J2
	15377
	1

	2
	AIYYGSSFDY
	V1-55
	J2
	891
	
	2
	ARDGNYYFDY
	V7-3
	J2
	7062
	2

	3
	AKPDYGNYFDY
	V2-3
	J2
	868
	
	3
	ARYSYYSYDWYFDV
	V3-2
	J1
	6235
	3

	4
	TTGFAY
	V6-3
	J3
	845
	
	4
	ANWDWYFDV
	V14-3
	J1
	5394
	4

	5
	ARGYSNPWWYFDY
	V1-26
	J2
	813
	
	5
	ARDGYYYFDY
	V7-3
	J2
	5198
	5

	6
	ARGLYYGNIWFAY
	V1-4
	J3
	612
	
	6
	ARTDY
	V2-9
	J2
	5125
	6

	7
	ARCGSYWYFDV
	V1-82
	J1
	596
	
	7
	ARYYSYYSYFDY
	V3-2
	J2
	4981
	7

	8
	ARSSPRYFDV
	V1-4
	J1
	592
	
	8
	ARYYGYY
	V1-82
	J2
	4565
	8

	9
	ARHYGSSYYYAMDY
	V1S50
	J4
	567
	
	9
	VRDGFAY
	V10S3
	J3
	4109
	9

	10
	ARSSYYGTFDY
	V1-26
	J2
	564
	
	10
	ARFYYGSSYWYFDV
	V3-2
	J1
	3946
	10

	11
	ARRAVNPYFDY
	V1-4
	J2
	557
	
	11
	ANLLWLRYYYAMDY
	V2-3
	J4
	3945
	11

	12
	AKRYDY
	V14-3
	J2
	554
	
	12
	ARDIDY
	V7-3
	J2
	3887
	12

	13
	ARDIDY
	V7-3
	J2
	550
	12
	13
	ARAYYSYYSYDYFDY
	V3-6
	J2
	3589
	13

	14
	ARTITTVVAPYAMDY
	V1-4
	J4
	547
	
	14
	ASNYFDY
	V9-3-1
	J2
	3503
	14

	15
	ARQDYGSNLWYFDV
	V1-82
	J1
	542
	
	15
	ARCYSYYYYAMDY
	V1-26
	J4
	3290
	15

	16
	ARSSSNYCDY
	V1-4
	J2
	534
	
	16
	ARYGSSYWYFDV
	V1-82
	J1
	3103
	16

	17
	ARSPNYYGLYYAMDY
	V1-4
	J4
	530
	
	17
	ARDLDY
	V7-3
	J2
	3003
	17

	18
	ARSNGPLDY
	V1-4
	J2
	515
	
	18
	ASGSSDY
	V1-4
	J2
	2855
	18

	19
	ARSYDYAMDY
	V1-4
	J4
	509
	
	19
	ARDGYDYFDY
	V7-3
	J2
	2826
	19

	20
	ARATAY
	V7-1
	J3
	508
	
	20
	AKHYYGSSYWYFDV
	V2-6-5
	J1
	2823
	20





Table 6. Reads and number of overlapped clonotypes among B cell repertoires
	Reads
	CD80high MZ
	CD80low MZ
	FO
	B-1a

	
	Reads
	%
	Reads
	%
	Reads
	%
	Reads
	%

	CD80high MZ
	57,532
	100
	74,554
	12.38
	10,583
	2.33
	21,624
	4.68

	CD80low MZ
	74,554
	12.96
	601,983
	100
	4,394
	0.97
	7,410
	1.6

	FO
	10,583
	1.84
	4,394
	0.73
	454,383
	100
	3,066
	0.66

	B-1a
	21,624
	3.76
	7,410
	1.23
	3,066
	0.67
	462,474
	100

	% (reads/total reads in each repertoire)

	
	
	
	
	
	
	
	
	

	Number
	CD80high MZ
	CD80low MZ
	FO
	B-1a

	
	Reads
	%
	Reads
	%
	Reads
	%
	Reads
	%

	CD80high MZ
	53,447
	100
	2,433
	2.05
	488
	1.65
	615
	4.81

	CD80low MZ
	2,433
	4.6
	118,703
	100
	381
	1.28
	601
	4.7

	FO
	788
	0.91
	381
	0.31
	29,662
	100
	81
	0.66

	B-1a
	615
	1.15
	601
	0.51
	84
	0.28
	12,787
	100

	% (number/total number in each repertoire)



