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Figure S1. Causal effects of genetically determined cytokines on Alzheimer's disease (AD) in FinnGene population.
WRO, wald ratio; IVW, inverse-variance weighted; WME, weighted median estimator; RAPS, robust adjusted profile score. The ‘Outcome ID’ is MR-base ID (https://www.mrbase.org/).
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Figure S2. Causal effects of genetically determined cytokines on Parkinson's disease (PD) in FinnGene population.
WRO, wald ratio; IVW, inverse-variance weighted; WME, weighted median estimator; RAPS, robust adjusted profile score. The ‘Outcome ID’ is MR-base ID (https://www.mrbase.org/).	
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Figure S3. The results of SMR (summary-data-based Mendelian randomization) analysis.
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MR results of MIP1b on AD

Outcome ID Exposure Methods  SNPs
finn-a-AD MIP1b VW 51
finn-a-AD MIP1b WME 51
finn-a-AD MIP1b RAPS 51
finn-a-AD_EO MIP1b VW 51
finn-a-AD_EO MIP1b WME 51
finn-a-AD_EO MIP1b RAPS 51
finn-a-AD_EO_EXMORE MIP1b VW 51
finn-a-AD_EO_EXMORE MIP1b WME 51
finn-a-AD_EO_EXMORE MIP1b RAPS 51
finn-a-AD_EXMORE MIP1b VW 51
finn-a-AD_EXMORE MIP1b WME 51
finn-a-AD_EXMORE MIP1b RAPS 51
finn-a-AD_LO MIP1b VW 51
finn-a-AD_LO MIP1b WME 51
finn-a-AD_LO MIP1b RAPS 51
finn-a-AD_LO_EXMORE MIP1b VW 51
finn-a-AD_LO_EXMORE MIP1b WME 51
finn-a-AD_LO_EXMORE MIP1b RAPS 51
ieu-a—-297 MIP1b VW 49
ieu-a—-297 MIP1b WME 49
ieu-a—-297 MIP1b RAPS 49
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MR results of MIP1b on PD

Outcome ID Exposure Methods  SNPs OR(95%Cl) P

finn-a-G6_PARKINSON MIP1b VW 51 [ J 1.23 (1.13-1.34) <0.001
finn-a-G6_PARKINSON MIP1b WME 51 L 1.20 (1.05-1.37) 0.0071
finn-a-G6_PARKINSON MIP1b RAPS 51 @ 1.23 (1.12-1.34) <0.001
finn-a-G6_PARKINSON_EXMORE MIP1b VW 51 o 1.20 (1.10-1.32) <0.001
finn-a-G6_PARKINSON_EXMORE MIP1b WME 51 o 1.17 (1.01-1.34) 0.0322
finn-a-G6_PARKINSON_EXMORE MIP1b RAPS 51 o 1.21 (1.09-1.33) <0.001
finn-a-PDSTRICT MIP1b VW 51 o 1.27 (1.15-1.39) <0.001
finn-a-PDSTRICT MIP1b WME 51 [ 1.23 (1.07-1.41) 0.0029
finn-a-PDSTRICT MIP1b RAPS 51 o 1.26 (1.14-1.39) <0.001
finn-a-PDSTRICT_EXMORE MIP1b VW 51 o 1.22 (1.11-1.34) <0.001
finn-a-PDSTRICT_EXMORE MIP1b WME 51 o 1.18 (1.02-1.37) 0.0270
finn-a-PDSTRICT_EXMORE MIP1b RAPS 51 o 1.22 (1.10-1.34) <0.001
ieu-b-7 MIP1b VW 69 o 1.06 (1.02-1.10) 0.0014
ieu-b-7 MIP1b WME 69 o 1.08 (1.02-1.14) 0.0073

ieu-b-7 MIP1b RAPS 69 o 1.06 (1.02-1.11) 0.0018
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