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Supplementary Figure 1. (A) Gene expression analysis of PSMD4 in Array Express - Functional Genomics Data and Gene Expression Omnibus (GEO) database. (B) Cox Regression analysis of prognostic parameters for survival in patients with HCC. OS: overall survival; DFS: disease free survival; RFS: relapse free survival; DSS: disease-specific survival; PFS: progression free survival.
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Supplementary Figure 2. (A) Western blot analysis in HEK293T cells transfected with either the GFP or Myc vector alone or GFP- or Myc-tagged PSMD4. (B) Specific detection and cellular localization of PSMD4. HLK-3 and HepG2 cells were transfected with the GFP-tagged PSMD4 expression vector (GFP-PSMD4) or the empty vector control (GFP), and antibody immunoreactivity (red) was assayed by immunofluorescence. Trans, transillumination; Hoechst, Hoechst 33258. Scale bar, 20 µm.
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Supplementary Figure 3. (A) Representative immunofluorescent images of endogenous PSMD4 in different stage of mitosis in Hela cells. Inter, interphase; Pro, prophase; Met, metaphase; Ana, anaphase; Telo, telophase, Trans, transmission. Scale bar, 20 μm. (B) HeLa cells were synchronized in G1 using a thymidine/aphidicolin double block and PSMD4, cyclin A, cyclin B1, cyclin E were tested using western blot. (C) Expression levels of phosphorylated cell-cycle related proteins Cdc25C and Cdc2 were examined via western blot in PSMD4 knockdown cells.
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Supplementary Figure 4. (A) Dot blot screens using the Phospho-kinase Array Kit based on spotted pairs (vertical doublets) of antibodies for the signaling proteins indicated in the three boxes (Akt1[S473], ERK1/2[T202/Y204, T185/Y187]), and GSK-3α/β [S21/S9]). (B) Kyoto Encyclopedia of Genes and Genomes (KEGG) enrichment analysis was demonstrated by bubble image.
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Supplementary Figure 5. Representative immunofluorescent images demonstrate the expression of COX2 after PSMD4 overexpression in HLK3 and HepG2 cells. Scale bar, 50 µm. 
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Supplementary Figure 6. (A) Cell viability of SH-J1 transfected with COX2 and p53 was determined by MTT assay. (B) Huh7 transfected with Lacz or PSMD4 plasmid were treated by MG132 and analyzed by immunoblot.
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Supplementary Figure 7. pEGFPN3, VWA (1-190aa), VWA+UIM1 (1-232aa), VWA+UIM1/2 (1-303aa), ∆N0 (5-377aa), ∆N1 (68-377aa), ∆VWA (1-14aa,189-377aa), ∆N2 (189-377aa), ∆N3 (231-377aa), ∆UIM1 (1-210aa, 231-377aa), ∆UIM2 (1-281aa, 302-377aa), and ∆UIM1/2 (1-210aa, 231-282aa, 302-377aa)-GFP were transiently transfected into HLK3 and HepG2 cells, and the antibody immunoreactivity (red) assayed by immunofluorescence and confocal imaging was performed to visualize for GFP. Scale bar, 20 µm.
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Supplementary Figure 8. SK-HEP-1, Hep3B, and SUN387 cells were treated with PGE2 (10 µM), IL-1β (15 ng/mL), and IL-6 (15 ng/mL).
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