
A. Lineal regression analysis result for methylation data adjusted by sex, age 
and metabolic syndrome:

B. Lineal regression analysis result for telomere lenght data adjusted by sex, age 
and metabolic syndrome:

Figure S1

C. Sensitivity analysis eliminating samples from participants with cured HCV,
for both, methylation (top) and telomere length (bottom) data: :

Figure S1: Linear regression analysis tables obtained from STATA. hiv = HIV, nash = MAFLD, 
hiv and nash = HIV and MAFLD. All the analysis are performed compared to the 
reference group, MAFLD.


