Supplementary materials Table 7. Genetic instruments for asthma (TAGC)associations with lung cancer and its subtypes
	　
	　
	　
	　
	　
	　
	Asthma-TAGC
	Lung cancer

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10455025
	5
	110404999
	C
	A
	0.334
	0.14
	0.013
	2.03E-25
	-0.005
	0.012
	0.707

	rs10957979
	8
	81289787
	G
	A
	0.648
	-0.074
	0.013
	2.33E-08
	0.003
	0.012
	0.796

	rs11071558
	15
	61069421
	G
	A
	0.143
	-0.122
	0.019
	8.32E-11
	0.011
	0.017
	0.517

	rs12935657
	16
	11219041
	A
	G
	0.248
	-0.104
	0.015
	2.06E-12
	0.007
	0.013
	0.624

	rs1663687
	10
	9054787
	A
	G
	0.401
	-0.084
	0.013
	1.52E-10
	0.008
	0.012
	0.521

	rs167769
	12
	57503775
	T
	C
	0.414
	0.076
	0.013
	5.50E-09
	-0.018
	0.012
	0.147

	rs17293632
	15
	67442596
	T
	C
	0.234
	0.118
	0.015
	8.81E-16
	-0.01
	0.014
	0.459

	rs20541
	5
	131995964
	G
	A
	0.804
	-0.12
	0.016
	1.36E-14
	0.022
	0.015
	0.135

	rs2155219
	11
	76299194
	T
	G
	0.495
	0.105
	0.013
	2.90E-15
	0.015
	0.012
	0.193

	rs2305479
	17
	38062217
	T
	C
	0.508
	-0.178
	0.013
	1.00E-42
	0.004
	0.012
	0.737

	rs2325291
	6
	90986686
	A
	G
	0.334
	-0.096
	0.013
	8.58E-13
	-0.01
	0.012
	0.439

	rs3771180
	2
	102953617
	T
	G
	0.14
	-0.174
	0.019
	1.47E-20
	-0.013
	0.016
	0.431

	rs7209400
	17
	47450057
	T
	C
	0.539
	0.072
	0.013
	1.15E-08
	0.001
	0.012
	0.93

	rs7705042
	5
	141492419
	A
	C
	0.623
	0.08
	0.013
	8.53E-10
	-0.015
	0.012
	0.222

	rs992969
	9
	6209697
	G
	A
	0.752
	-0.158
	0.014
	4.27E-29
	0.014
	0.013
	0.296

	
	
	
	
	
	
	
	
	
	
	
	

	　
	Asthma-TAGC
	Lung adenocarcinoma

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10455025
	5
	110404999
	C
	A
	0.333
	0.14
	0.013
	2.03E-25
	-0.017
	0.017
	0.311

	rs10957979
	8
	81289787
	G
	A
	0.649
	-0.074
	0.013
	2.33E-08
	0.007
	0.017
	0.691

	rs11071558
	15
	61069421
	G
	A
	0.141
	-0.122
	0.019
	8.32E-11
	0.014
	0.023
	0.532

	rs12935657
	16
	11219041
	A
	G
	0.246
	-0.104
	0.015
	2.06E-12
	-0.003
	0.018
	0.867

	rs1663687
	10
	9054787
	A
	G
	0.401
	-0.084
	0.013
	1.52E-10
	0.002
	0.016
	0.893

	rs167769
	12
	57503775
	T
	C
	0.425
	0.076
	0.013
	5.50E-09
	-0.007
	0.017
	0.692

	rs17293632
	15
	67442596
	T
	C
	0.234
	0.118
	0.015
	8.81E-16
	1E-04
	0.019
	0.994

	rs20541
	5
	131995964
	G
	A
	0.809
	-0.12
	0.016
	1.36E-14
	0.02
	0.02
	0.317

	rs2305479
	17
	38062217
	T
	C
	0.512
	-0.178
	0.013
	1.00E-42
	-0.003
	0.016
	0.843

	rs2325291
	6
	90986686
	A
	G
	0.337
	-0.096
	0.013
	8.58E-13
	-0.019
	0.017
	0.275

	rs6893213
	5
	110198114
	T
	C
	0.086
	0.145
	0.022
	7.99E-11
	-0.018
	0.028
	0.515

	rs7209400
	17
	47450057
	T
	C
	0.537
	0.072
	0.013
	1.15E-08
	0.01
	0.016
	0.541

	rs7705042
	5
	141492419
	A
	C
	0.623
	0.08
	0.013
	8.53E-10
	0.007
	0.017
	0.691

	rs992969
	9
	6209697
	G
	A
	0.751
	-0.158
	0.014
	4.27E-29
	0.012
	0.018
	0.532

	
	
	
	
	
	
	
	
	
	
	
	

	　
	Asthma-TAGC
	Squamous cell lung carcinoma

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10455025
	5
	110404999
	C
	A
	0.331
	0.14
	0.013
	2.03E-25
	-0.018
	0.02
	0.36

	rs10957979
	8
	81289787
	G
	A
	0.65
	-0.074
	0.013
	2.33E-08
	0.028
	0.019
	0.157

	rs11071558
	15
	61069421
	G
	A
	0.142
	-0.122
	0.019
	8.32E-11
	0.037
	0.027
	0.162

	rs12935657
	16
	11219041
	A
	G
	0.244
	-0.104
	0.015
	2.06E-12
	0.009
	0.021
	0.68

	rs1663687
	10
	9054787
	A
	G
	0.397
	-0.084
	0.013
	1.52E-10
	0.029
	0.019
	0.131

	rs167769
	12
	57503775
	T
	C
	0.429
	0.076
	0.013
	5.50E-09
	0.004
	0.019
	0.839

	rs17293632
	15
	67442596
	T
	C
	0.234
	0.118
	0.015
	8.81E-16
	-0.031
	0.022
	0.158

	rs20541
	5
	131995964
	G
	A
	0.806
	-0.12
	0.016
	1.36E-14
	-0.011
	0.023
	0.637

	rs2155219
	11
	76299194
	T
	G
	0.49
	0.105
	0.013
	2.90E-15
	0.019
	0.019
	0.307

	rs2305479
	17
	38062217
	T
	C
	0.516
	-0.178
	0.013
	1.00E-42
	0.022
	0.019
	0.235

	rs2325291
	6
	90986686
	A
	G
	0.337
	-0.096
	0.013
	8.58E-13
	0.002
	0.02
	0.916

	rs6893213
	5
	110198114
	T
	C
	0.085
	0.145
	0.022
	7.99E-11
	-0.016
	0.033
	0.623

	rs7209400
	17
	47450057
	T
	C
	0.537
	0.072
	0.013
	1.15E-08
	-0.007
	0.019
	0.705

	rs7705042
	5
	141492419
	A
	C
	0.621
	0.08
	0.013
	8.53E-10
	-0.03
	0.019
	0.129

	rs992969
	9
	6209697
	G
	A
	0.753
	-0.158
	0.014
	4.27E-29
	0.003
	0.022
	0.892

	
	
	
	
	
	
	
	
	
	
	
	

	　
	Asthma-TAGC
	Small cell lung carcinoma

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10455025
	5
	110404999
	C
	A
	0.337
	0.14
	0.013
	2.03E-25
	0.005
	0.031
	0.868

	rs10957979
	8
	81289787
	G
	A
	0.641
	-0.074
	0.013
	2.33E-08
	-0.055
	0.031
	0.075

	rs11071558
	15
	61069421
	G
	A
	0.145
	-0.122
	0.019
	8.32E-11
	-0.041
	0.043
	0.334

	rs12935657
	16
	11219041
	A
	G
	0.259
	-0.104
	0.015
	2.06E-12
	0.013
	0.034
	0.689

	rs1663687
	10
	9054787
	A
	G
	0.406
	-0.084
	0.013
	1.52E-10
	0.024
	0.03
	0.423

	rs167769
	12
	57503775
	T
	C
	0.371
	0.076
	0.013
	5.50E-09
	-0.026
	0.031
	0.403

	rs17293632
	15
	67442596
	T
	C
	0.234
	0.118
	0.015
	8.81E-16
	-0.001
	0.035
	0.985

	rs20541
	5
	131995964
	G
	A
	0.786
	-0.12
	0.016
	1.36E-14
	0.014
	0.036
	0.71

	rs2155219
	11
	76299194
	T
	G
	0.502
	0.105
	0.013
	2.90E-15
	0.002
	0.03
	0.941

	rs2305479
	17
	38062217
	T
	C
	0.486
	-0.178
	0.013
	1.00E-42
	0.036
	0.029
	0.222

	rs2325291
	6
	90986686
	A
	G
	0.321
	-0.096
	0.013
	8.58E-13
	-0.03
	0.032
	0.352

	rs3771180
	2
	102953617
	T
	G
	0.155
	-0.174
	0.019
	1.47E-20
	-0.052
	0.042
	0.214

	rs6893213
	5
	110198114
	T
	C
	0.092
	0.145
	0.022
	7.99E-11
	0.019
	0.052
	0.721

	rs7209400
	17
	47450057
	T
	C
	0.544
	0.072
	0.013
	1.15E-08
	-0.01
	0.03
	0.728

	rs7705042
	5
	141492419
	A
	C
	0.633
	0.08
	0.013
	8.53E-10
	-0.028
	0.031
	0.362

	rs992969
	9
	6209697
	G
	A
	0.754
	-0.158
	0.014
	4.27E-29
	0.064
	0.035
	0.065


#SNP: single nucleotide polymorphism;Chr:Chromosome;Pos:position;EAF: effect allele frequency; SE: standard error;TAGC:Trans-National Asthma Genetic Consortium
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