Supplementary materials Table 5. Lung cancer and its subtypes are associated with genetic tools for asthma (UK Biobank)
	　
	Asthma-UK Biobank
	Lung cancer

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10178845
	2
	8443803
	A
	G
	0.295 
	-0.062 
	0.007 
	8.22E-18
	0.012 
	0.013 
	0.349 

	rs10477741
	5
	131795310
	G
	T
	0.128 
	0.074 
	0.010 
	3.44E-14
	-0.013 
	0.018 
	0.479 

	rs10486391
	7
	20376018
	G
	A
	0.411 
	-0.039 
	0.007 
	5.13E-09
	0.005 
	0.012 
	0.643 

	rs10912564
	1
	173170618
	T
	C
	0.307 
	0.039 
	0.007 
	3.37E-08
	-0.020 
	0.012 
	0.103 

	rs11042902
	11
	10655623
	T
	C
	0.307 
	0.041 
	0.007 
	6.17E-09
	-0.024 
	0.013 
	0.065 

	rs11071559
	15
	61069988
	T
	C
	0.128 
	-0.085 
	0.010 
	4.21E-18
	0.013 
	0.017 
	0.425 

	rs11178649
	12
	71533238
	T
	G
	0.407 
	-0.043 
	0.007 
	1.06E-10
	0.022 
	0.012 
	0.058 

	rs112119265
	7
	3062629
	G
	T
	0.060 
	-0.078 
	0.014 
	1.76E-08
	0.025 
	0.024 
	0.288 

	rs112267124
	17
	73828903
	A
	G
	0.234 
	0.043 
	0.008 
	2.55E-08
	-0.012 
	0.014 
	0.398 

	rs113981909
	10
	8304992
	A
	G
	0.115 
	-0.061 
	0.011 
	5.45E-09
	-0.007 
	0.019 
	0.707 

	rs11742240
	5
	35881376
	T
	G
	0.275 
	-0.045 
	0.007 
	7.09E-10
	0.011 
	0.013 
	0.392 

	rs117552144
	19
	3136091
	T
	C
	0.067 
	0.079 
	0.014 
	8.51E-09
	0.024 
	0.032 
	0.469 

	rs117710327
	19
	33726578
	A
	C
	0.067 
	-0.126 
	0.013 
	3.84E-21
	0.002 
	0.026 
	0.926 

	rs11816044
	10
	6074082
	A
	G
	0.326 
	-0.047 
	0.007 
	1.20E-11
	-0.006 
	0.013 
	0.643 

	rs12123821
	1
	152179152
	T
	C
	0.048 
	0.146 
	0.015 
	1.81E-21
	-0.033 
	0.034 
	0.336 

	rs12165508
	22
	41819960
	C
	T
	0.795 
	-0.045 
	0.008 
	2.42E-08
	0.019 
	0.014 
	0.187 

	rs12365699
	11
	118743286
	A
	G
	0.167 
	-0.054 
	0.009 
	1.16E-09
	-0.010 
	0.016 
	0.533 

	rs12964116
	18
	61442619
	G
	A
	0.035 
	0.108 
	0.018 
	1.08E-09
	-0.068 
	0.037 
	0.065 

	rs13099273
	3
	188133518
	T
	A
	0.508 
	-0.054 
	0.007 
	6.21E-16
	0.000 
	0.012 
	0.971 

	rs13277355
	8
	128777719
	G
	A
	0.726 
	-0.041 
	0.007 
	3.09E-08
	-0.003 
	0.013 
	0.796 

	rs1444782
	10
	9058671
	A
	G
	0.424 
	-0.095 
	0.007 
	2.14E-47
	0.008 
	0.012 
	0.486 

	rs16903574
	5
	14610309
	G
	C
	0.077 
	0.087 
	0.013 
	5.30E-12
	-0.017 
	0.025 
	0.498 

	rs17454584
	4
	123353432
	G
	A
	0.219 
	0.060 
	0.008 
	3.52E-14
	-0.021 
	0.014 
	0.133 

	rs1870140
	10
	82246749
	G
	A
	0.846 
	-0.050 
	0.009 
	3.96E-08
	-0.003 
	0.016 
	0.863 

	rs2296618
	1
	198666232
	G
	A
	0.135 
	-0.062 
	0.010 
	1.30E-10
	0.001 
	0.017 
	0.935 

	rs2412099
	17
	47469186
	A
	G
	0.421 
	-0.051 
	0.007 
	9.89E-15
	-0.012 
	0.012 
	0.308 

	rs2477923
	10
	8565990
	C
	T
	0.463 
	-0.036 
	0.007 
	3.64E-08
	0.019 
	0.012 
	0.108 

	rs28498223
	14
	68728425
	T
	C
	0.281 
	0.050 
	0.007 
	1.05E-11
	0.012 
	0.013 
	0.337 

	rs2995089
	1
	167431193
	A
	G
	0.399 
	-0.044 
	0.007 
	3.47E-11
	0.014 
	0.012 
	0.262 

	rs35225972
	11
	1110395
	A
	G
	0.683 
	0.044 
	0.007 
	4.42E-10
	-0.015 
	0.014 
	0.258 

	rs35441874
	16
	11213021
	A
	T
	0.247 
	-0.082 
	0.008 
	2.47E-27
	0.005 
	0.013 
	0.696 

	rs35570272
	3
	33047662
	T
	G
	0.396 
	0.051 
	0.007 
	2.91E-14
	-0.014 
	0.012 
	0.233 

	rs3785356
	16
	27349168
	T
	C
	0.298 
	0.056 
	0.007 
	3.85E-15
	0.017 
	0.013 
	0.205 

	rs3827780
	6
	135709760
	A
	G
	0.555 
	-0.037 
	0.007 
	2.02E-08
	-0.011 
	0.012 
	0.366 

	rs4099209
	5
	110162262
	G
	T
	0.154 
	0.077 
	0.009 
	2.46E-17
	0.004 
	0.015 
	0.804 

	rs41283642
	9
	101915887
	T
	C
	0.034 
	-0.124 
	0.018 
	9.03E-12
	0.073 
	0.044 
	0.096 

	rs413214
	5
	141530157
	A
	G
	0.616 
	0.047 
	0.007 
	2.68E-12
	-0.015 
	0.012 
	0.207 

	rs4480384
	1
	8659714
	G
	A
	0.643 
	0.043 
	0.007 
	2.52E-10
	0.004 
	0.012 
	0.737 

	rs4722758
	7
	28156606
	G
	C
	0.200 
	0.063 
	0.008 
	7.21E-15
	0.000 
	0.014 
	0.999 

	rs4736639
	8
	134185916
	C
	G
	0.286 
	-0.040 
	0.007 
	4.05E-08
	-0.022 
	0.013 
	0.099 

	rs4739738
	8
	81291645
	A
	G
	0.642 
	-0.068 
	0.007 
	1.86E-23
	0.005 
	0.012 
	0.683 

	rs4795401
	17
	38067533
	G
	A
	0.511 
	-0.103 
	0.007 
	1.16E-55
	0.003 
	0.012 
	0.771 

	rs479844
	11
	65551957
	G
	A
	0.555 
	0.040 
	0.007 
	7.70E-10
	0.000 
	0.012 
	0.992 

	rs4842921
	15
	84556623
	A
	G
	0.387 
	-0.041 
	0.007 
	1.17E-09
	0.013 
	0.012 
	0.269 

	rs56375023
	15
	67448363
	A
	G
	0.237 
	0.103 
	0.008 
	3.18E-41
	-0.010 
	0.014 
	0.452 

	rs61816766
	1
	152319572
	C
	T
	0.033 
	0.135 
	0.019 
	4.51E-13
	0.040 
	0.050 
	0.421 

	rs72823641
	2
	102936159
	A
	T
	0.137 
	-0.148 
	0.010 
	2.56E-53
	-0.013 
	0.017 
	0.437 

	rs7423358
	2
	228704721
	C
	T
	0.758 
	0.043 
	0.008 
	1.83E-08
	-0.026 
	0.014 
	0.065 

	rs7626218
	3
	176852038
	T
	A
	0.395 
	-0.041 
	0.007 
	5.96E-10
	-0.011 
	0.012 
	0.345 

	rs76493820
	5
	156691025
	G
	C
	0.058 
	0.086 
	0.014 
	8.21E-10
	0.021 
	0.025 
	0.406 

	rs7770794
	6
	154627823
	A
	G
	0.286 
	0.042 
	0.007 
	8.81E-09
	0.000 
	0.013 
	0.976 

	rs78556180
	1
	173057239
	T
	G
	0.147 
	0.051 
	0.009 
	3.99E-08
	-0.016 
	0.017 
	0.371 

	rs7961712
	12
	94604963
	A
	G
	0.850 
	0.056 
	0.009 
	7.35E-10
	-0.026 
	0.017 
	0.119 

	rs802731
	6
	128279429
	G
	C
	0.271 
	0.048 
	0.007 
	6.54E-11
	-0.026 
	0.013 
	0.049 

	rs848
	5
	131996500
	C
	A
	0.818 
	-0.096 
	0.008 
	5.80E-30
	0.020 
	0.015 
	0.175 

	rs912131
	13
	100032346
	G
	A
	0.704 
	0.058 
	0.007 
	4.04E-16
	0.012 
	0.013 
	0.326 

	rs943689
	6
	90984035
	T
	C
	0.354 
	-0.070 
	0.007 
	8.03E-25
	-0.009 
	0.012 
	0.447 

	rs981625
	13
	74039935
	G
	C
	0.065 
	0.072 
	0.013 
	4.16E-08
	-0.016 
	0.025 
	0.527 

	rs992969
	9
	6209697
	G
	A
	0.748 
	-0.120 
	0.008 
	1.25E-56
	0.014 
	0.013 
	0.296 

	
	
	
	
	
	
	
	
	
	
	
	

	　
	Asthma-UK Biobank
	Lung adenocarcinoma

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10178845
	2
	8443803
	A
	G
	0.295 
	-0.062 
	0.007 
	8.22E-18
	0.004 
	0.018 
	0.816 

	rs10477741
	5
	131795310
	G
	T
	0.128 
	0.074 
	0.010 
	3.44E-14
	-0.002 
	0.025 
	0.941 

	rs10486391
	7
	20376018
	G
	A
	0.411 
	-0.039 
	0.007 
	5.13E-09
	0.003 
	0.016 
	0.852 

	rs10912564
	1
	173170618
	T
	C
	0.307 
	0.039 
	0.007 
	3.37E-08
	-0.017 
	0.017 
	0.311 

	rs11042902
	11
	10655623
	T
	C
	0.307 
	0.041 
	0.007 
	6.17E-09
	-0.008 
	0.018 
	0.640 

	rs11071559
	15
	61069988
	T
	C
	0.128 
	-0.085 
	0.010 
	4.21E-18
	0.013 
	0.023 
	0.566 

	rs11178649
	12
	71533238
	T
	G
	0.407 
	-0.043 
	0.007 
	1.06E-10
	0.020 
	0.016 
	0.232 

	rs112119265
	7
	3062629
	G
	T
	0.060 
	-0.078 
	0.014 
	1.76E-08
	0.039 
	0.033 
	0.230 

	rs112267124
	17
	73828903
	A
	G
	0.234 
	0.043 
	0.008 
	2.55E-08
	-0.017 
	0.019 
	0.382 

	rs113981909
	10
	8304992
	A
	G
	0.115 
	-0.061 
	0.011 
	5.45E-09
	0.007 
	0.026 
	0.784 

	rs11742240
	5
	35881376
	T
	G
	0.275 
	-0.045 
	0.007 
	7.09E-10
	0.003 
	0.018 
	0.875 

	rs117552144
	19
	3136091
	T
	C
	0.067 
	0.079 
	0.014 
	8.51E-09
	0.004 
	0.044 
	0.934 

	rs117710327
	19
	33726578
	A
	C
	0.067 
	-0.126 
	0.013 
	3.84E-21
	-0.024 
	0.036 
	0.508 

	rs11816044
	10
	6074082
	A
	G
	0.326 
	-0.047 
	0.007 
	1.20E-11
	-0.004 
	0.017 
	0.837 

	rs12123821
	1
	152179152
	T
	C
	0.048 
	0.146 
	0.015 
	1.81E-21
	0.001 
	0.047 
	0.987 

	rs12165508
	22
	41819960
	C
	T
	0.795 
	-0.045 
	0.008 
	2.42E-08
	0.011 
	0.020 
	0.577 

	rs12365699
	11
	118743286
	A
	G
	0.167 
	-0.054 
	0.009 
	1.16E-09
	-0.034 
	0.022 
	0.125 

	rs12964116
	18
	61442619
	G
	A
	0.035 
	0.108 
	0.018 
	1.08E-09
	-0.089 
	0.049 
	0.067 

	rs13099273
	3
	188133518
	T
	A
	0.508 
	-0.054 
	0.007 
	6.21E-16
	0.018 
	0.017 
	0.300 

	rs13277355
	8
	128777719
	G
	A
	0.726 
	-0.041 
	0.007 
	3.09E-08
	-0.012 
	0.018 
	0.500 

	rs1444782
	10
	9058671
	A
	G
	0.424 
	-0.095 
	0.007 
	2.14E-47
	0.002 
	0.016 
	0.880 

	rs1684466
	3
	196359310
	A
	G
	0.638 
	-0.057 
	0.007 
	4.92E-16
	0.042 
	0.020 
	0.042 

	rs1689510
	12
	56396768
	C
	G
	0.340 
	0.056 
	0.007 
	6.08E-16
	-0.032 
	0.017 
	0.068 

	rs16903574
	5
	14610309
	G
	C
	0.077 
	0.087 
	0.013 
	5.30E-12
	-0.006 
	0.036 
	0.865 

	rs17454584
	4
	123353432
	G
	A
	0.219 
	0.060 
	0.008 
	3.52E-14
	-0.007 
	0.020 
	0.705 

	rs1837253
	5
	110401872
	C
	T
	0.740 
	0.108 
	0.007 
	1.49E-47
	0.002 
	0.018 
	0.897 

	rs1870140
	10
	82246749
	G
	A
	0.846 
	-0.050 
	0.009 
	3.96E-08
	-0.004 
	0.023 
	0.853 

	rs2296618
	1
	198666232
	G
	A
	0.135 
	-0.062 
	0.010 
	1.30E-10
	-0.036 
	0.024 
	0.130 

	rs2412099
	17
	47469186
	A
	G
	0.421 
	-0.051 
	0.007 
	9.89E-15
	-0.022 
	0.016 
	0.177 

	rs28498223
	14
	68728425
	T
	C
	0.281 
	0.050 
	0.007 
	1.05E-11
	0.017 
	0.018 
	0.334 

	rs2995089
	1
	167431193
	A
	G
	0.399 
	-0.044 
	0.007 
	3.47E-11
	-0.008 
	0.017 
	0.647 

	rs35225972
	11
	1110395
	A
	G
	0.683 
	0.044 
	0.007 
	4.42E-10
	0.011 
	0.018 
	0.542 

	rs35441874
	16
	11213021
	A
	T
	0.247 
	-0.082 
	0.008 
	2.47E-27
	-0.003 
	0.018 
	0.871 

	rs35570272
	3
	33047662
	T
	G
	0.396 
	0.051 
	0.007 
	2.91E-14
	-0.018 
	0.016 
	0.281 

	rs35621564
	7
	20586843
	G
	A
	0.365 
	-0.044 
	0.007 
	7.50E-11
	0.029 
	0.017 
	0.085 

	rs3785356
	16
	27349168
	T
	C
	0.298 
	0.056 
	0.007 
	3.85E-15
	0.009 
	0.018 
	0.600 

	rs3827780
	6
	135709760
	A
	G
	0.555 
	-0.037 
	0.007 
	2.02E-08
	0.000 
	0.016 
	0.977 

	rs4099209
	5
	110162262
	G
	T
	0.154 
	0.077 
	0.009 
	2.46E-17
	-0.002 
	0.021 
	0.936 

	rs41283642
	9
	101915887
	T
	C
	0.034 
	-0.124 
	0.018 
	9.03E-12
	0.060 
	0.062 
	0.334 

	rs413214
	5
	141530157
	A
	G
	0.616 
	0.047 
	0.007 
	2.68E-12
	0.005 
	0.017 
	0.759 

	rs4480384
	1
	8659714
	G
	A
	0.643 
	0.043 
	0.007 
	2.52E-10
	0.007 
	0.017 
	0.690 

	rs4722758
	7
	28156606
	G
	C
	0.200 
	0.063 
	0.008 
	7.21E-15
	0.011 
	0.020 
	0.574 

	rs4739738
	8
	81291645
	A
	G
	0.642 
	-0.068 
	0.007 
	1.86E-23
	0.005 
	0.017 
	0.764 

	rs4795401
	17
	38067533
	G
	A
	0.511 
	-0.103 
	0.007 
	1.16E-55
	-0.006 
	0.016 
	0.701 

	rs479844
	11
	65551957
	G
	A
	0.555 
	0.040 
	0.007 
	7.70E-10
	0.012 
	0.016 
	0.453 

	rs56375023
	15
	67448363
	A
	G
	0.237 
	0.103 
	0.008 
	3.18E-41
	0.000 
	0.019 
	0.997 

	rs58029167
	9
	5850375
	G
	A
	0.273 
	0.056 
	0.007 
	2.39E-14
	-0.013 
	0.019 
	0.488 

	rs61816766
	1
	152319572
	C
	T
	0.033 
	0.135 
	0.019 
	4.51E-13
	0.053 
	0.066 
	0.415 

	rs7626218
	3
	176852038
	T
	A
	0.395 
	-0.041 
	0.007 
	5.96E-10
	-0.003 
	0.016 
	0.844 

	rs76493820
	5
	156691025
	G
	C
	0.058 
	0.086 
	0.014 
	8.21E-10
	0.003 
	0.034 
	0.922 

	rs7770794
	6
	154627823
	A
	G
	0.286 
	0.042 
	0.007 
	8.81E-09
	0.009 
	0.018 
	0.616 

	rs78556180
	1
	173057239
	T
	G
	0.147 
	0.051 
	0.009 
	3.99E-08
	-0.011 
	0.024 
	0.658 

	rs7961712
	12
	94604963
	A
	G
	0.850 
	0.056 
	0.009 
	7.35E-10
	-0.028 
	0.023 
	0.224 

	rs802731
	6
	128279429
	G
	C
	0.271 
	0.048 
	0.007 
	6.54E-11
	-0.004 
	0.018 
	0.808 

	rs848
	5
	131996500
	C
	A
	0.818 
	-0.096 
	0.008 
	5.80E-30
	0.017 
	0.020 
	0.414 

	rs912131
	13
	100032346
	G
	A
	0.704 
	0.058 
	0.007 
	4.04E-16
	0.015 
	0.018 
	0.398 

	rs919826
	9
	23586654
	C
	T
	0.490 
	-0.036 
	0.007 
	4.65E-08
	-0.004 
	0.016 
	0.807 

	rs943689
	6
	90984035
	T
	C
	0.354 
	-0.070 
	0.007 
	8.03E-25
	-0.018 
	0.017 
	0.293 

	rs981625
	13
	74039935
	G
	C
	0.065 
	0.072 
	0.013 
	4.16E-08
	0.015 
	0.034 
	0.660 

	rs992969
	9
	6209697
	　
	　
	0.748 
	-0.120 
	0.008 
	1.25E-56
	0.012 
	0.018 
	0.532 

	
	
	
	
	
	
	
	
	
	
	
	

	　
	Asthma-UK Biobank
	Squamous cell lung carcinoma

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10178845
	2
	8443803
	A
	G
	0.295 
	-0.062 
	0.007 
	8.22E-18
	0.018 
	0.021 
	0.395 

	rs10477741
	5
	131795310
	G
	T
	0.128 
	0.074 
	0.010 
	3.44E-14
	-0.042 
	0.029 
	0.145 

	rs10486391
	7
	20376018
	G
	A
	0.411 
	-0.039 
	0.007 
	5.13E-09
	0.004 
	0.019 
	0.845 

	rs10912564
	1
	173170618
	T
	C
	0.307 
	0.039 
	0.007 
	3.37E-08
	-0.026 
	0.020 
	0.188 

	rs11071559
	15
	61069988
	T
	C
	0.128 
	-0.085 
	0.010 
	4.21E-18
	0.047 
	0.027 
	0.081 

	rs11088309
	21
	36464631
	G
	C
	0.143 
	0.060 
	0.009 
	8.55E-11
	-0.027 
	0.027 
	0.328 

	rs11178649
	12
	71533238
	T
	G
	0.407 
	-0.043 
	0.007 
	1.06E-10
	0.005 
	0.019 
	0.811 

	rs112119265
	7
	3062629
	G
	T
	0.060 
	-0.078 
	0.014 
	1.76E-08
	-0.004 
	0.038 
	0.922 

	rs112267124
	17
	73828903
	A
	G
	0.234 
	0.043 
	0.008 
	2.55E-08
	-0.020 
	0.023 
	0.370 

	rs113981909
	10
	8304992
	A
	G
	0.115 
	-0.061 
	0.011 
	5.45E-09
	-0.020 
	0.031 
	0.519 

	rs11742240
	5
	35881376
	T
	G
	0.275 
	-0.045 
	0.007 
	7.09E-10
	0.005 
	0.021 
	0.828 

	rs117552144
	19
	3136091
	T
	C
	0.067 
	0.079 
	0.014 
	8.51E-09
	0.061 
	0.053 
	0.255 

	rs117710327
	19
	33726578
	A
	C
	0.067 
	-0.126 
	0.013 
	3.84E-21
	0.007 
	0.041 
	0.856 

	rs11816044
	10
	6074082
	A
	G
	0.326 
	-0.047 
	0.007 
	1.20E-11
	0.012 
	0.020 
	0.556 

	rs12123821
	1
	152179152
	T
	C
	0.048 
	0.146 
	0.015 
	1.81E-21
	-0.116 
	0.055 
	0.035 

	rs12365699
	11
	118743286
	A
	G
	0.167 
	-0.054 
	0.009 
	1.16E-09
	0.007 
	0.026 
	0.786 

	rs12964116
	18
	61442619
	G
	A
	0.035 
	0.108 
	0.018 
	1.08E-09
	-0.087 
	0.057 
	0.128 

	rs13277355
	8
	128777719
	G
	A
	0.726 
	-0.041 
	0.007 
	3.09E-08
	-0.023 
	0.021 
	0.269 

	rs1444782
	10
	9058671
	A
	G
	0.424 
	-0.095 
	0.007 
	2.14E-47
	0.030 
	0.019 
	0.115 

	rs1684466
	3
	196359310
	A
	G
	0.638 
	-0.057 
	0.007 
	4.92E-16
	0.010 
	0.024 
	0.677 

	rs1689510
	12
	56396768
	C
	G
	0.340 
	0.056 
	0.007 
	6.08E-16
	-0.046 
	0.020 
	0.021 

	rs16903574
	5
	14610309
	G
	C
	0.077 
	0.087 
	0.013 
	5.30E-12
	-0.038 
	0.041 
	0.353 

	rs17454584
	4
	123353432
	G
	A
	0.219 
	0.060 
	0.008 
	3.52E-14
	-0.027 
	0.022 
	0.233 

	rs1870140
	10
	82246749
	G
	A
	0.846 
	-0.050 
	0.009 
	3.96E-08
	-0.022 
	0.026 
	0.391 

	rs2296618
	1
	198666232
	G
	A
	0.135 
	-0.062 
	0.010 
	1.30E-10
	0.010 
	0.027 
	0.723 

	rs2412099
	17
	47469186
	A
	G
	0.421 
	-0.051 
	0.007 
	9.89E-15
	-0.003 
	0.019 
	0.876 

	rs2477923
	10
	8565990
	C
	T
	0.463 
	-0.036 
	0.007 
	3.64E-08
	0.022 
	0.019 
	0.253 

	rs2800040
	6
	64239042
	A
	G
	0.407 
	-0.038 
	0.007 
	4.29E-08
	0.025 
	0.021 
	0.229 

	rs28498223
	14
	68728425
	T
	C
	0.281 
	0.050 
	0.007 
	1.05E-11
	0.019 
	0.021 
	0.369 

	rs2995089
	1
	167431193
	A
	G
	0.399 
	-0.044 
	0.007 
	3.47E-11
	0.021 
	0.020 
	0.290 

	rs35441874
	16
	11213021
	A
	T
	0.247 
	-0.082 
	0.008 
	2.47E-27
	0.005 
	0.021 
	0.814 

	rs35570272
	3
	33047662
	T
	G
	0.396 
	0.051 
	0.007 
	2.91E-14
	-0.021 
	0.019 
	0.258 

	rs35621564
	7
	20586843
	G
	A
	0.365 
	-0.044 
	0.007 
	7.50E-11
	0.032 
	0.020 
	0.110 

	rs3785356
	16
	27349168
	T
	C
	0.298 
	0.056 
	0.007 
	3.85E-15
	0.031 
	0.021 
	0.140 

	rs3827780
	6
	135709760
	A
	G
	0.555 
	-0.037 
	0.007 
	2.02E-08
	0.007 
	0.019 
	0.699 

	rs4099209
	5
	110162262
	G
	T
	0.154 
	0.077 
	0.009 
	2.46E-17
	-0.022 
	0.024 
	0.371 

	rs41283642
	9
	101915887
	T
	C
	0.034 
	-0.124 
	0.018 
	9.03E-12
	0.116 
	0.072 
	0.107 

	rs413214
	5
	141530157
	A
	G
	0.616 
	0.047 
	0.007 
	2.68E-12
	-0.030 
	0.019 
	0.123 

	rs4480384
	1
	8659714
	G
	A
	0.643 
	0.043 
	0.007 
	2.52E-10
	-0.023 
	0.019 
	0.231 

	rs4722758
	7
	28156606
	G
	C
	0.200 
	0.063 
	0.008 
	7.21E-15
	-0.010 
	0.023 
	0.670 

	rs4739738
	8
	81291645
	A
	G
	0.642 
	-0.068 
	0.007 
	1.86E-23
	0.031 
	0.019 
	0.115 

	rs4795401
	17
	38067533
	G
	A
	0.511 
	-0.103 
	0.007 
	1.16E-55
	0.021 
	0.019 
	0.260 

	rs479844
	11
	65551957
	G
	A
	0.555 
	0.040 
	0.007 
	7.70E-10
	-0.001 
	0.019 
	0.942 

	rs4842921
	15
	84556623
	A
	G
	0.387 
	-0.041 
	0.007 
	1.17E-09
	-0.001 
	0.019 
	0.978 

	rs56375023
	15
	67448363
	A
	G
	0.237 
	0.103 
	0.008 
	3.18E-41
	-0.031 
	0.022 
	0.169 

	rs58029167
	9
	5850375
	G
	A
	0.273 
	0.056 
	0.007 
	2.39E-14
	-0.013 
	0.021 
	0.553 

	rs7423358
	2
	228704721
	C
	T
	0.758 
	0.043 
	0.008 
	1.83E-08
	0.010 
	0.023 
	0.656 

	rs76493820
	5
	156691025
	G
	C
	0.058 
	0.086 
	0.014 
	8.21E-10
	0.045 
	0.038 
	0.241 

	rs7770794
	6
	154627823
	A
	G
	0.286 
	0.042 
	0.007 
	8.81E-09
	0.014 
	0.021 
	0.507 

	rs78556180
	1
	173057239
	T
	G
	0.147 
	0.051 
	0.009 
	3.99E-08
	-0.040 
	0.028 
	0.151 

	rs7936312
	11
	76293726
	T
	G
	0.477 
	0.084 
	0.007 
	9.54E-38
	0.020 
	0.019 
	0.302 

	rs802731
	6
	128279429
	G
	C
	0.271 
	0.048 
	0.007 
	6.54E-11
	-0.033 
	0.021 
	0.120 

	rs848
	5
	131996500
	C
	A
	0.818 
	-0.096 
	0.008 
	5.80E-30
	-0.011 
	0.023 
	0.648 

	rs912131
	13
	100032346
	G
	A
	0.704 
	0.058 
	0.007 
	4.04E-16
	0.017 
	0.020 
	0.391 

	rs919826
	9
	23586654
	C
	T
	0.490 
	-0.036 
	0.007 
	4.65E-08
	-0.007 
	0.019 
	0.709 

	rs943689
	6
	90984035
	T
	C
	0.354 
	-0.070 
	0.007 
	8.03E-25
	0.003 
	0.020 
	0.872 

	rs981625
	13
	74039935
	G
	C
	0.065 
	0.072 
	0.013 
	4.16E-08
	-0.057 
	0.041 
	0.162 

	rs992969
	9
	6209697
	G
	A
	0.748 
	-0.120 
	0.008 
	1.25E-56
	0.003 
	0.022 
	0.892 

	
	
	
	
	
	
	
	
	
	
	
	

	　
	Asthma-UK Biobank
	Small cell lung carcinoma

	SNP
	Chr
	Pos
	effect_allele
	other_allele
	eaf
	beta
	se
	pval
	beta
	se
	pval

	rs10178845
	2
	8443803
	A
	G
	0.295 
	-0.062
	0.007
	8.22E-18
	-0.012
	0.033
	0.726

	rs10477741
	5
	131795310
	G
	T
	0.128 
	0.074
	0.01
	3.44E-14
	-0.022
	0.046
	0.625

	rs10486391
	7
	20376018
	G
	A
	0.411 
	-0.039
	0.007
	5.13E-09
	-0.02
	0.03
	0.504

	rs10912564
	1
	173170618
	T
	C
	0.307 
	0.039
	0.007
	3.37E-08
	-0.062
	0.031
	0.047

	rs11042902
	11
	10655623
	T
	C
	0.307 
	0.041
	0.007
	6.17E-09
	0.004
	0.032
	0.912

	rs11071559
	15
	61069988
	T
	C
	0.128 
	-0.085
	0.01
	4.21E-18
	-0.037
	0.043
	0.391

	rs11088309
	21
	36464631
	G
	C
	0.143 
	0.06
	0.009
	8.55E-11
	-0.003
	0.043
	0.937

	rs11178649
	12
	71533238
	T
	G
	0.407 
	-0.043
	0.007
	1.06E-10
	0.029
	0.03
	0.33

	rs112119265
	7
	3062629
	G
	T
	0.060 
	-0.078
	0.014
	1.76E-08
	0.082
	0.058
	0.154

	rs112267124
	17
	73828903
	A
	G
	0.234 
	0.043
	0.008
	2.55E-08
	0.029
	0.035
	0.408

	rs113981909
	10
	8304992
	A
	G
	0.115 
	-0.061
	0.011
	5.45E-09
	0.034
	0.047
	0.476

	rs117710327
	19
	33726578
	A
	C
	0.067 
	-0.126
	0.013
	3.84E-21
	0.048
	0.063
	0.447

	rs11816044
	10
	6074082
	A
	G
	0.326 
	-0.047
	0.007
	1.20E-11
	0.001
	0.032
	0.983

	rs12165508
	22
	41819960
	C
	T
	0.795 
	-0.045
	0.008
	2.42E-08
	0.036
	0.036
	0.329

	rs12365699
	11
	118743286
	A
	G
	0.167 
	-0.054
	0.009
	1.16E-09
	-0.008
	0.041
	0.853

	rs12964116
	18
	61442619
	G
	A
	0.035 
	0.108
	0.018
	1.08E-09
	0.063
	0.09
	0.484

	rs13099273
	3
	188133518
	T
	A
	0.508 
	-0.054
	0.007
	6.21E-16
	0.028
	0.031
	0.363

	rs13277355
	8
	128777719
	G
	A
	0.726 
	-0.041
	0.007
	3.09E-08
	0.03
	0.034
	0.372

	rs1444782
	10
	9058671
	A
	G
	0.424 
	-0.095
	0.007
	2.14E-47
	0.023
	0.03
	0.436

	rs16903574
	5
	14610309
	G
	C
	0.077 
	0.087
	0.013
	5.30E-12
	0.028
	0.064
	0.661

	rs17454584
	4
	123353432
	G
	A
	0.219 
	0.06
	0.008
	3.52E-14
	-0.053
	0.035
	0.13

	rs1870140
	10
	82246749
	G
	A
	0.846 
	-0.05
	0.009
	3.96E-08
	0.047
	0.04
	0.246

	rs2296618
	1
	198666232
	G
	A
	0.135 
	-0.062
	0.01
	1.30E-10
	0.059
	0.044
	0.18

	rs2412099
	17
	47469186
	A
	G
	0.421 
	-0.051
	0.007
	9.89E-15
	0.016
	0.03
	0.589

	rs2800040
	6
	64239042
	A
	G
	0.407 
	-0.038
	0.007
	4.29E-08
	-0.022
	0.033
	0.495

	rs28498223
	14
	68728425
	T
	C
	0.281 
	0.05
	0.007
	1.05E-11
	-0.007
	0.033
	0.837

	rs2995089
	1
	167431193
	A
	G
	0.399 
	-0.044
	0.007
	3.47E-11
	0.023
	0.031
	0.462

	rs3024971
	12
	57493727
	G
	T
	0.107 
	-0.112
	0.011
	4.67E-26
	0.058
	0.048
	0.226

	rs35225972
	11
	1110395
	A
	G
	0.683 
	0.044
	0.007
	4.42E-10
	-0.027
	0.034
	0.432

	rs35441874
	16
	11213021
	A
	T
	0.247 
	-0.082
	0.008
	2.47E-27
	0.012
	0.034
	0.71

	rs35621564
	7
	20586843
	G
	A
	0.365 
	-0.044
	0.007
	7.50E-11
	-0.015
	0.031
	0.638

	rs3785356
	16
	27349168
	T
	C
	0.298 
	0.056
	0.007
	3.85E-15
	0.026
	0.033
	0.434

	rs413214
	5
	141530157
	A
	G
	0.616 
	0.047
	0.007
	2.68E-12
	-0.028
	0.031
	0.354

	rs4480384
	1
	8659714
	G
	A
	0.643 
	0.043
	0.007
	2.52E-10
	-0.015
	0.03
	0.611

	rs4722758
	7
	28156606
	G
	C
	0.200 
	0.063
	0.008
	7.21E-15
	0.017
	0.036
	0.643

	rs4739738
	8
	81291645
	A
	G
	0.642 
	-0.068
	0.007
	1.86E-23
	-0.046
	0.031
	0.13

	rs4795401
	17
	38067533
	G
	A
	0.511 
	-0.103
	0.007
	1.16E-55
	0.031
	0.03
	0.303

	rs479844
	11
	65551957
	G
	A
	0.555 
	0.04
	0.007
	7.70E-10
	0.033
	0.03
	0.268

	rs4842921
	15
	84556623
	A
	G
	0.387 
	-0.041
	0.007
	1.17E-09
	-0.028
	0.03
	0.364

	rs56375023
	15
	67448363
	A
	G
	0.237 
	0.103
	0.008
	3.18E-41
	-0.001
	0.035
	0.988

	rs58029167
	9
	5850375
	G
	A
	0.273 
	0.056
	0.007
	2.39E-14
	0.014
	0.033
	0.684

	rs61816766
	1
	152319572
	C
	T
	0.033 
	0.135
	0.019
	4.51E-13
	-0.153
	0.126
	0.223

	rs72823641
	2
	102936159
	A
	T
	0.137 
	-0.148
	0.01
	2.56E-53
	-0.052
	0.042
	0.219

	rs7423358
	2
	228704721
	C
	T
	0.758 
	0.043
	0.008
	1.83E-08
	0
	0.035
	0.995

	rs76493820
	5
	156691025
	G
	C
	0.058 
	0.086
	0.014
	8.21E-10
	-0.014
	0.063
	0.819

	rs7770794
	6
	154627823
	A
	G
	0.286 
	0.042
	0.007
	8.81E-09
	0.01
	0.033
	0.752

	rs78556180
	1
	173057239
	T
	G
	0.147 
	0.051
	0.009
	3.99E-08
	-0.067
	0.045
	0.136

	rs7936312
	11
	76293726
	T
	G
	0.477 
	0.084
	0.007
	9.54E-38
	-0.01
	0.03
	0.749

	rs7961712
	12
	94604963
	A
	G
	0.850 
	0.056
	0.009
	7.35E-10
	0.023
	0.042
	0.586

	rs802731
	6
	128279429
	G
	C
	0.271 
	0.048
	0.007
	6.54E-11
	-0.022
	0.033
	0.51

	rs848
	5
	131996500
	C
	A
	0.818 
	-0.096
	0.008
	5.80E-30
	0.013
	0.037
	0.72

	rs912131
	13
	100032346
	G
	A
	0.704 
	0.058
	0.007
	4.04E-16
	0.025
	0.032
	0.435

	rs919826
	9
	23586654
	C
	T
	0.490 
	-0.036
	0.007
	4.65E-08
	-0.032
	0.03
	0.288

	rs943689
	6
	90984035
	T
	C
	0.354 
	-0.07
	0.007
	8.03E-25
	-0.03
	0.032
	0.352

	rs981625
	13
	74039935
	G
	C
	0.065 
	0.072
	0.013
	4.16E-08
	0.043
	0.063
	0.498

	rs992969
	9
	6209697
	G
	A
	0.748 
	-0.12
	0.008
	1.25E-56
	0.064
	0.035
	0.065


[bookmark: _GoBack]#SNP: single nucleotide polymorphism;Chr:Chromosome;Pos:position;EAF: effect allele frequency; SE: standard error

