Table S1.  Relationship between PfRBC re-stimulated responses and clinical disease during follow-up 
	Cellular responsesa
	 
	CD4+
	CD8+
	γδT
	CD3+CD56+
	CD56+ NK

	IFNγd
	Symptb
	0.008
(0.0-0.02) 
	0.004
(0.0-0.015)
	0.39
(0.09-0.96)
	0.0007
(0.0-0.15)
	0.024
(0.0-0.09)

	 
	Asymptc
	0.007
(0.0-0.017)
	0.008
(0.0-0.022)
	0.31
(0.15-0.72)
	0.017
(0.0-0.39)
	0.029
(0.0-0.18)

	 
	 
	p= 0.74
	p= 0.33
	p= 0.91
	p= 0.43
	p= 0.47

	CD107ad
	Sympt
	0.052
(0.0-0.14)
	0.05
(0.0-0.23)
	3.77
(1.42-7.28)
	0.02
(0.0-0.54)
	0.23
(0.0-1.59)

	 
	Asympt
	0.012
(0.0-0.07)
	0.015
(0.0-0.16)
	3.33
(1.37-6.50)
	0.05
(0.0-0.81)
	0.11
(0.0-2.11)

	 
	 
	p= 0.35
	p= 0.44
	p= 0.70
	p= 0.80
	p= 0.71

	GrzBd
	Sympt
	0.12
(-0.024-0.19)
	1.2
(0.30-1.95)
	2.06
(-0.22-4.05)
	4.7
(0.35-6.2)
	8.5
(2.9-12.8)

	 
	Asympt
	0.04
(-0.015-0.15)
	0.9
(0.09 -2.85)
	1.2
(-1.38-3.35)
	2.2
(0.13-4.9)
	4.9
(2.6-10.8)

	 
	 
	p= 0.13
	p= 0.87
	p= 0.49
	p= 0.095
	P= 0.30



a. In 61 Malian children early in the transmission season (July 2012)
b. n=33 children becoming symptomatic after exposure confirmed by thick smear or PCR
c. n=28 children remaining asymptomatic despite exposure confirmed by thick smear or PCR
d. PfRBC-specific responses (shown as median percentage responding cells with IQR) were calculated by individual subtraction of uRBC background responses and analyzed by Mann-Whitney U test

