Supplemental Figure legends
Figure S1. Meiotic dynamics of chromosomes in mouse oocytes.
Oocytes were microinjected with H2B-cherry mRNA, maintained for 2 h in milrinone (2.5 μM) and washed with milrinone-free medium to allow development to the GVBD, M I (metaphase I), AT I (anaphase I/telophase I), and M II stages. PB, polar body. Scale bar, 30 μm.
Figure S2. Effect of GH on the fertilization ability of aging oocytes
(A) Representative images of sperm binding to the zona pellucida of young, aging, and GH+aging oocytes. Scale bar, 20 μm. (B) Number of sperm binding to the surface of the zona pellucida surrounding young (n = 20), aging (n = 15) and GH + aging (n = 18) oocytes. Data are means ± SEM of at least three independent experiments. **p < 0.01.
Figure S3. Analysis of predicted associated genes (PAG) for DE proteins. 
[bookmark: _GoBack]The PAG for DE proteins were analyzed using STRING, followed by KEGG pathway analysis using DAVID. A. Network of DE proteins and its related PAG. B. The bar chart of KEGG pathway.
Figure S4. Effect of GH on ERK1/2 pathway in aging oocytes in vitro.
(A) Representative images of p-ERK1/2 in the presence of 100, 200, 400, and 800 ng/mL GH. Scale bar, 20 μm. (B) p-ERK1/2 fluorescence intensity in the presence of aging (n = 15), 100 ng/mL (n = 14), 200 ng/mL (n = 16), 400 ng/mL (n = 15) and 800 ng/mL GH (n = 15). Data are means ± SEM of at least three independent experiments. ****p < 0.0001.
Figure S5. Effect of GH on the meiotic progression of aging oocytes in vitro.
(A) Representative time-lapse images of PBE kinetics in young, aging and GH + aging oocytes. Scale bar, 50 μm. (B) PBE rate in young (n = 35), aging (n = 32), and GH + aging (n = 38) oocytes in vitro (C) PBE kinetics in young (n = 35), aging (n = 32), and GH + aging (n = 38) oocytes post-GVBD. (D) Interval from GVBD to PBE in young (n = 35), aging (n = 32), and GH + aging (n = 38) oocytes. Data are mean ± SEMs of at least three independent experiments. *p < 0.05. 

