[bookmark: OLE_LINK48]Supplementary file 5. The assembled contig c37856_g1_i1 sequences by high-throughput sequencing analysis

>c37856_g1_i1
[bookmark: _GoBack]CGCTAAGGGAATCCAGCCAGTTCGCTCGCCCGAAGGCTCAGCGCTGGATGGTCTCGACTACGAGTAGCCGGCTACCCCACGTTAAGGGGGACCCCCTCGGTAACTCCGCCAGCGGTTCGAGGGTTAAACGGTGTAGCGAGTGCCTTCGGGCCACTCGCGAAACCAAGGAAACGGTCCATAATGGTTTACAGTTGCTTCGGGTTCGGTACGGTCTTCCGTACTGCGAACTCCCGGACTGTGAACCGGCCGCTCTCGGTCGTTTCCACCTCTTCTTATTGGGACAGGGCAAGGAGCGGGCCTCTGTCCCCTTCCCGCGGCGCCAGCGTCGCGGGGAAAATGGTCTCTGTAGGCTACAGAGACTGCGCCGTCACGAACGGTGGGAGCTTGCTCTCTCCGTTGCGTCGATAAAGAGGAACCTACCAGCAGGTTGCTCACGGTGCACTCCGTCAGGACATTCTCAATGGCTCGAGAATGTCCTCTCTCAACCCCCCCCTCCATCACCCGAGTATCTTCAGCACGTCCGGCGTGTTGCTACTCGGATCTTCACTCCCGGTTGGGATCGGGCTTATCACTCCTTCGTCGGGAGTCATTTGCCTAATCCCTCCGCTCGAATGCCTAGGCGTTCGAGGGCCGACCACCTTTGGGCTGGCCGGCGTGGAGAGTTCCTTACCGCGACGACTTCAGAAACGGATTTGCCACCGTTGTTTGAAGCGCGGTACAAAGAAGTCCAGTCTGCAGGGAAGAAGCGGCCACTTGTCATCTTTGACGAGAAAGTGGATCTTCTCGCGCCTCTGCATAAACTTATGTACTCCCGCCTGCGGGGGTGCGACTGGCTTCTCTGCGGTCCTCCGACCGAGGAAGTGATGGCATCTACCTGTGTCAACGCCTACCAGACTTCAGTGGATCTGGTAGCGGCAACTGACGGCCTTCACCACGATGTGGCGAAGGCACTCCTCGATGTGGCCTTCTTCAGCTCGCTGAAGATACCCCGGGCTATCCGCGCGTTGGCGGTAGCCTCGCTCTCTCCTGTTTTTCAGGATCAAGCGGGTGTCCATCGAAGAGTCCGGCACGGGCAGATGATGGGGTCCTACCTCTCCTTTCCACTACTCTGTCTGCAGTCTTACTGCGCCGCCTCCTGGGCGGCGCGGTTTGACTCAGATGCCCGTTTCCTCGTGAATGGCGACGATGTTGTCATATCCGCGTCACGAGCTGTCGGTGTGCAGGATTACCCTCCCGGGTTCCGGCTCAACACCGACAAGACAATTCGGGCAGAAAACGTTGCCGAGCTCAACTCGACCGTTTTCTTGAGGCGTGGTGGCAAGTGGCGTCTGGTGAAGCACTTGCGGAGAGGTGGGGCGACGACCGACTTTAAGGGGATGATGCACATGGCCGAAGCGTGTGCCTTTTCCCCTGCTTGGCAGGACGCGTTTTCGCGTTCTCGAATCGGTCGTCGGTGGGGTTTCCTCCCCTCGCAGTTAGGACATTTGTCCTATGCTTCTTGGTTAAGAGAGAAGCAACTACTTCGTCGTCGGAATTACACCGACCTTCCAGTGTGTCCGGCACACCGCGACGAAGTAGGACTGCGTCGGATCGTTGGTCGCGATCCGACACCCGTTGAAAGCGAGGCCTTGCGGGCTTTCCTTTGGGAGAACGGGCGGAGGGGAGGTTTGAAGAGAGACGAATGGAATCCTTCCTGCGGATCCATTCGTCGGACGTACAGTTACAGGGCCCAGCCCTGTAAGTATTCGCTCAGTTTTGTCGGCTGGGCGTACCGATGTCATCCCTCCATTGCTGTCAAGAGGGCGACGTGGTTTCTCGTTCCTGACGAGTTCCTCACGTTGGAAGAAGAAGGTGGTCTCCTCGAGTTGGATCTTTGGCGCCAGGCCATTGATTCGCTGGTCGAGGAGGAGAAGAGAGTGGGTGGGTGAGCCACCGTTTCGGCCAGATGTGTTCTGGCGGACGTCGCGTGGTTAAAGGCGGGTTCGGGGTCGACCCGGGGGCCCAGGCTCTAAAAGGAGATAACTCCGCCTCCCTAGGGAGGACGCCTGGTCGGTCTGTAGGTGCTAACAACGTTAAATCGTTGGCTATCTTGCCGCCTTAAATTGCCGCACGCGCAGCATGTTCTCAGGAGCCTGCTGAGTCCGTTCAGATCGTCGCGGGGTACACGTCATAGTGTACAGGACATCTGGGGCACGCCTCGTTACCAGCGCCGGGCTGGGGCGAGAAATTTAGCGTCGTGCTAA
