	Tentative virus name
	Members of ourmia-like virus
	Query Cover (%)
	Identity (%)
	GenBank
accession number
	[bookmark: OLE_LINK33]Partial or complete genome

	BdOLV3
	Botryosphaeria dothidea magoulivirus 2
	60%
	97.34%
	UVZ34183.1
	Partial genome

	
	Macrophomina phaseolina ourmia-like virus 1
	71%
	61.62%
	QOE55586.1
	Partial genome

	
	Pikulas virus
	77%
	52.05%
	QRW41673.1
	Partial genome

	
	Patulas virus
	51%
	50.38%
	QRW41670.1
	Partial genome

	
	Ustilaginoidea virens botourmiavirus 1
	77%
	50.00%
	UVX28913.1
	Complete genome

	
	Erysiphe necator associated ourmia-like virus 51
	56%
	46.71%
	QKI79881.1
	Complete genome

	
	Erysiphe necator associated ourmia-like virus 29
	76%
	44.89%
	QKI79859.1
	Complete genome

	
	Erysiphe necator associated ourmia-like virus 52
	77%
	44.24%
	QKI79882.1
	[bookmark: _GoBack]Complete genome


[bookmark: OLE_LINK2]Supplementary file 4. Similarities of RNA-dependent RNA polymerase (RdRp) protein aa sequences of BdOLV3 in this study to that of members in the ourmia-like viruses.



