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Line Kanamycin Resistant (%) GFP Fluorescent (%) n 

WTxGFP6.4 L1 F2 

WTxGFP6.4 L2 F2 

WTxGPF6.4 L3 F2 

WTxGFP6.4 L4 F2 

WTxGFP6.4 L5 F2 

92 

92 

92 

93 

90 

92 

92 

92 

93 

90 

223 

90 

106 

60 

70 

Sup. Table 1 Segregation analysis of F2 progeny of five independent WTxGFP6.4 F1 plants (L1-L5) for 
resistance to kanamycin and GFP fluorescence. Percentage of kanamycin resistant and GFP florescent 
plantlets out of n seedlings germinated and grown on agar-based Murashige and Skoog medium 
supplemented with 100 µg.mL-1 kanamycin. Expected % of kanamycin resistant and GFP fluorescent 
plantlets for one and two unlinked T-DNAs carrying a functional nptII and mGFP4 transgenes are 75% 
and 93% respectively. n = number of germinated seeds. 

 Sup. Table 2 Total number of reads sequenced in each sample. Four biological and three 
technical replicates were analyzed. 
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Supplementary figures 

 

 

Sup. Fig. 1 Initiation and progression of GFP-PTGS do not affect photosynthetic activity in line GFP6.4. Performance 

index on absorption basis (PIABS) in function of time (number of days of growth) of three representative WT (a) and 

GFP6.4 plants (b) obtained from OJIP-test time series analysis. In (b), open, grey and closed markers indicate that leaf 

subjected to OJIP-test analysis was NS in NS plants, NS in plants presenting either OS or SS in distant leaf tissues, and 
SS in plants presenting either OS or SS in distant leaf tissues respectively.    
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Sup. Fig.2 Transcriptional reprogramming in lineGFP6.4 NS, OS and SS versus WT plants. Venn diagrams present up- 
and down-regulated gene sets. 

    DeSeq2                        EdgeR                                        DeSeq2                      EdgeR  

       ↓                                  ↓                                               ↓                                ↓ 



 

 

 

 

 

Sup. Fig.3 Differentially expressed genes between: A) NS-OS GFP6.4 plants and B) NS-SS GFP6.4 plants. qPCR quantified data are 
presented as relative expression levels 


