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Supplementary Figure 1. Heatmap shows differential expression of immunogenic cell
death-related IncRNAs in tumor tissues and normal tissues.
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Supplementary Figure 2. (a)ROC curve at 1, 3, 5 years. (b) The calibration curve of the
nomogram. (¢) Box plots of ESTIMATEScore for the low- and high-risk groups. (d)
The CDF curves when k=2-9. (e) Relative changes in area under CDF curves. (f) The
TIDE scores between high- and low-risk groups. (g) In high- and low-risk groups, the
proportion of ICI therapy responders predicted by the TIDE algorithm. (h) The survival
curve of 4 EC subtypes.
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Supplementary Figure 3. The bubble gram of immune cells in low- and high-risk groups.
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Supplementary Figure 4. The heat map of immune cell infiltration in 4 clusters.
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Supplementary Figure 5. Compounds with lower IC50 in high-risk group.
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Supplementary Figure 6. Compounds with lower IC50 in low-risk group.
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Supplementary Figure 7. (a-c) The efficiency of knocked down. (d-f) The efficiency of
overexpression. (g) Viability of KLE cells after 48 h incubation with different DOX
formulations. (* if p <0.05, ** if p <0.01, and *** if p < 0.001)



