Supplementary Information

Supplementary Table S1: The siRNAs
	siRNA
	Sequences (5’-3’）

	si-CCAT1#1
	Sense: GCACAGUGUUGAAGAUCAUTT 
Antisense: AUCUUCUUAUGGUCUUCUCTT

	si-CCAT1#2
	Sense: UGGGAAAGGUGCCGAGACATT
Antisense: UGUCUCGGCACCUUUCCCATT

	si-PTBP1#1
	Sense: CCCUCAUUGACCUGCACAATT 
Antisense: UUGUGCAGGUCAAUGAGGGTT  

	si-PTBP1#2
	Sense: GCACAGUGUUGAAGAUCAUTT 
Antisense: AUGAUCUUCAACACUGUGCTT

	si-NC
	Sense: UUCUCCGAACGUGUCACGUTT
Antisense: ACGUGACACGUUCGGAGAATT



Supplementary Table S2:  The primers
	Genes
	Sequence (5’-3’）

	CCAT1
	F: 5-ACATTGGGAAAGGTGCC-3’
R:5-ACGCTTAGCCATACAGAGC-3’

	PTBP1
	F: 5-AGCGCGTGAAGATCCTGT-3’
R:5-CAGGGGTGAGTTGCCGTA-3’

	LDHA
	F: 5-ATGGCAACTCTAAAGGATCA-3’
R:5-GCAACTTGCAGTTCGGGC-3’

	PKM2
	F: 5-GCCCGTGAGGCAGAGGCTGC-3’
R:5-TGGTGAGGACGATTATGGCCC-3’

	PKM1
	F: 5-CGAGCCTCAAGTCACTCCAC-3’
R:5-GTGAGCAGACCTGCCAGACT-3’

	HK2
	F: 5-GCCATCCTGCAACACTTAGGGCTTGAG-3’
R:5-GTGAGGATGTAGCTTGTAGAGGGTCCC -3’

	ENO1
	F: 5-GACTTGGCTGGCAACTCTG -3’
R:5-GGTCATCGGGAGACTTGAA -3’

	GLUT1
	F: 5-CATCCCATGGTTCATCGTGGCTGAACT -3’
R:5-GAAGTAGGTGAAGATGAAGAACAGAAC -3’

	PGK1
	F: 5-ATGTCGCTTTCTAACAAGCTGA -3’
R:5-GCGGAGGTTCTCCAGCA -3’

	GAPDH
	F: 5-AGCCACATCGCTCAGACAC-3’
R:5-GCCCAATACGACCAAATCC-3’
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Fig.S1. CCAT1 was increased in many cancers. A. The TCGA and GTEx databases showed that the expression of CCAT1 was obviously upregulated across many cancers.

[image: figure-1-s-02]Fig.S2. The proliferation, migration and invasion of GC cells with CCAT1 stable low-expression. A. qPCR assays showed the expression of CCAT1 in stable CCAT1 knockdown GC cells using lentiviral shRNA. B. The proliferation, C. migration and D. invasion were decreased in GC cells with CCAT1 knockdown. E. The cell cycle was arrested in G0/G1 phase in GC cells with CCAT1 knockdown. F. The apoptosis was increased in GC cells with CCAT1 knockdown. The statistical data are from three independent experiments and the bar indicates the SD values (*p < 0.05, **p < 0.01).

[image: figure-1-s-03]
Fig.S3. A. Lnc2cancer3.0 database showed that the interacting proteins of CCAT1 were enriched in metabolic pathways. B-C. ECAR was reduced in GC cells with CCAT1 knockdown while that was elevated in GC cells with CCAT1 overexpression.  D. Lnc2cancer3.0 database showed that CCAT1 interacted with PTBP1.

[image: figure-4-s-04]Fig.S4. The role of PTBP1 in the proliferation, migration and invasion of GC cells. A. The TCGA and GTEx databases showed that the expression of PTBP1 was obviously upregulated across many cancers. B. ECAR was reduced in GC cells with PTBP1 knockdown while that was elevated in GC cells with PTBP1 overexpression. C. The proliferation, D. migration, and E. invasion were decreased in GC cells with PTBP1 knockdown and those properties were increased in GC cells with PTBP1 overexpression. The statistical data are from three independent experiments and the bar indicates the SD values (*p < 0.05, **p < 0.01).
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