ct
c2
cs
0.6
Dt
IO.S
D2
D3
At
A2
A3
B
B2
B3 Figure S1. Correlation analysis of different
o samples based on the relative content of
™ identified metabolites. A and B indicate spikes
02 and shells of the highly-susceptible variety
Yun53, respectively. C and D indicate whole ear
mix03 and shell of the resistant variety LHW,

respectively.

8§ 8 2 8 B Z ® 3 2 R 8

LOXIW
20X1W
coXiw



1.00 -

0.751

0.501

0.251

0.004

R2X
R%Y

w0137 0.000137 0.000114

p1 o1

1.00 ~

0.751

0.501

0.251

0.004

0.0192
I

R2X
R%Y

0.000374 0.000326

b

pi

o1

Figure S2. OPLS-DA of the pairwise comparison between spikes (a) and shells (b) of the two wheat varieties.
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Figure S3. Volcano plots of DAPs in the pairwise comparison between spikes (a) and shells (b) of the two wheat varieties.
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Figure S4. KEGG annotation and enrichment analysis results of DAPs between shells of the two wheat varieties.
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Figure S5. KEGG annotation and enrichment analysis results of DAPs between spikes and shells of Yun53 (a) and LHW (b).




