
symbol LFC p.value FDR chrom start end

Dot1l -0.21 0.00118 0.0186 chr10 80755027 80774628

Ctcf 0.35 0.00025 0.00557 chr8 105622303 105636382

Kdm3a 0.35 0.000152 0.00384 chr6 71612848 71632976

Sirt1 0.29 2.74e-05 0.00102 chr10 63326541 63338358

Npm1 -0.18 0.000598 0.0111 chr11 33150860 33164662

Ezh1 0.27 0.00135 0.0207 chr11 101218122 101226955
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Additional Figure 2


