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Supplementary Figure S1 DEGs between clusters and functional enrichment. A-B 533 differential expressed genes (DEGs) between cluster C1 and C2 were displayed in a heatmap (A) and a volcano plot (B). C-E GO enrichment analysis was separately displayed with Biological Process (BP, C), Cellular Component (CC, D), Molecular Function (MF, C). KEGG enrichment analysis was displayed in F.

