Table S1. Complete list of the best 10% accessions based on Mulamba and Mock selection index, response to selection for the next recombination cycle () and response to selection for cloning ().
	EBV

	Ranking
	Acess
	Fam
	Pop
	Var
	HEI
	FRV
	FRY
	CIR

	1º
	G122
	53
	chs
	gn
	4.96
	42.69
	18.01
	53.83

	2º
	G069
	37
	cha
	cb
	5.86
	37.08
	32.26
	55.78

	3º
	G079
	40
	ron
	cb
	6.00
	40.62
	24.51
	70.70

	4º
	G071
	37
	cha
	cb
	5.93
	39.48
	19.08
	65.19

	5º
	G104
	47
	cox
	gn
	5.59
	27.42
	23.82
	58.45

	6º
	G105
	47
	cox
	gn
	5.78
	30.66
	20.86
	59.97

	7º
	G082
	40
	ron
	cb
	5.89
	56.15
	18.39
	63.19

	8º
	G070
	37
	cha
	cb
	4.95
	26.17
	18.28
	71.36

	9º
	G103
	47
	cox
	gn
	6.07
	35.72
	20.86
	64.29

	10º
	G055
	32
	bag
	gn
	5.45
	30.88
	17.99
	59.94

	11º
	G004
	2
	bar
	pc
	5.45
	33.35
	17.47
	55.23

	12º
	G096
	44
	son
	gn
	5.36
	48.65
	16.50
	60.04

	13º
	G021
	17
	mtr
	gn
	4.81
	25.50
	17.92
	50.86

	14º
	G005
	3
	bar
	gn
	5.84
	42.26
	17.50
	65.37

	15º
	G132
	56
	cac
	gn
	6.71
	40.06
	21.31
	64.28

	
	15
	10
	9
	3
	

	
	
	
	
	
	-3.97
	31.40
	53.04
	3.00

	EGV

	[bookmark: _Hlk127883354]1º
	G071
	37
	cha
	cb
	4.88
	44.08
	23.07
	47.61

	2º
	G069
	37
	cha
	cb
	5.63
	42.69
	37.82
	69.62

	3º
	G122
	53
	chs
	gn
	5.03
	48.78
	20.04
	57.64

	4º
	G067
	36
	chs
	cb
	4.35
	35.68
	19.07
	36.96

	5º
	G070
	37
	cha
	cb
	4.41
	28.62
	21.63
	83.85

	6º
	G096
	44
	son
	gn
	6.09
	53.83
	20.68
	59.76

	7º
	G103
	47
	cox
	gn
	6.64
	42.10
	31.54
	65.98

	8º
	G079
	40
	ron
	cb
	6.94
	44.02
	26.94
	67.56

	9º
	G116
	51
	alc
	gn
	5.19
	32.17
	20.01
	48.03

	10º
	G068
	36
	cha
	cb
	5.73
	36.92
	19.43
	49.18

	11º
	G082
	40
	ron
	cb
	6.78
	61.10
	20.61
	61.22

	12º
	G117
	51
	alc
	gn
	4.49
	29.99
	18.08
	36.89

	13º
	G081
	40
	ron
	cb
	6.76
	38.50
	21.57
	61.39

	14º
	G087
	42
	ron
	cb
	7.05
	36.53
	23.39
	84.88

	15º
	G118
	51
	alc
	gn
	5.47
	25.92
	21.61
	66.22

	
	15
	8
	6
	2
	

	 
	
	
	
	
	-13.02
	57.92 
	61.39
	-3.98


“EBV”: estimated breeding values; “EGV”: estimated genotypic values; “Fam”: family; “Pop”: population; “Var”: botanical variety; “HEI”: plant height (in m); “FRV”: fruit volume (in cm3); “FRY”: estimated fruit yield (in kg/plant); “CIR”: trunk circumference 10 cm of ground level (in cm); “chs”: Chapadão do Sul – MT, Brazil; “cha”: Chapada dos Guimarães – MT, Brazil; “ron” = Rondonópolis – MT, Brazil; “cox”: Coxim – MS, Brazil; “cac”: Caçu – GO, Brazil; “alc”: Alcinópolis – MS, Brazil; “bag”: Barra do Garças – MT, Brazil; “bar”: Barro Alto – GO, Brazil; “son”: Sonora – MT, Brazil; “mtr”: Matrinchã – GO, Brazil; “gn”: H. speciosa var. gardneri; “cb”: H. speciosa var. cuyabensis; “RSEBV%”: response to selection for the next recombination cycle; “RSEGV%”: response to selection for cloning.
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