Supplementary Table 1. Significance of tissue combined with ctDNA for positive mutation rate (N=76)
	
	
	Tissue+
	Tissue-
	Total
	Positive mutation rate

	
	
	
	
	
	Tissue
	Combination
	P value

	KRAS
	Combination+
	36
	8
	44
	47.37%
	57.89%
	0.008

	
	Combination -
	0
	32
	32
	
	
	

	
	Total
	36
	40
	76
	
	
	

	NRAS
	Combination+
	2
	0
	2
	2.63%
	2.63%
	1.000

	
	Combination -
	0
	74
	74
	
	
	

	
	Total
	2
	74
	76
	
	
	

	BRAF
	Combination+
	6
	1
	7
	7.89%
	9.21%
	1.000

	
	Combination -
	0
	69
	69
	
	
	

	
	Total
	6
	70
	76
	
	
	

	PIK3CA
	Combination+
	8
	1
	9
	10.53%
	11.84%
	1.000

	
	Combination -
	0
	67
	67
	
	
	

	
	Total
	8
	68
	76
	
	
	

	ERBB2
	Combination+
	5
	0
	5
	6.58%
	6.58%
	1.000

	
	Combination -
	0
	71
	71
	
	
	

	
	Total
	5
	71
	76
	
	
	

	Merge
	Combination+
	48
	8
	56
	63.16%
	73.68%
	0.008

	
	Combination -
	0
	20
	20
	
	
	

	
	Total
	48
	28
	76
	
	
	

	Others
	Combination+
	69
	1
	70
	90.79%
	92.11%
	1.000

	
	Combination -
	0
	6
	6
	
	
	

	
	Total
	69
	7
	76
	
	
	



