Supplementary table 1. Additional information about phages genome
	Xanthomonas Phages
	Contig length
	gene
count
	checkv_quality
	miuvig_quality
	completeness
	completeness_method
	contamination
	kmer_freq
	GC%

	P4
	44329
	63
	High-quality
	High-quality
	99.77
	AAI-based (high-confidence)
	0.0
	1.0
	60.91

	F5
	44616
	58
	High-quality
	High-quality
	100.0
	AAI-based (high-confidence)
	0.0
	1.0
	61.3

	S3
	45224
	65
	High-quality
	High-quality
	100.0
	AAI-based (high-confidence)
	0.0
	1.01
	61.08

	GF1
	42522
	63
	High-quality
	High-quality
	95.7
	AAI-based (high-confidence)
	0.0
	1.0
	60.99

	GF2
	45223
	66
	High-quality
	High-quality
	100.0
	AAI-based (high-confidence)
	0.0
	1.01
	61.08



