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Supplementary fig 1. Batch effect examination in miRNA-seq and RNA-seq data. a) Batch effect in miRNA-seq data, b) Batch effect in RNA-seq data, c) Batch effect in miRNA-seq data after deletion of samples with unique batches, d) Batch effect in RNA-seq data after deletion of samples with unique batches, The X and Y axes represent principal components and batches, respectively. The p-value is represented by the numbers in figures and the color intensity which darker colors represent lower p-value.
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Supplementary fig 2. Batch effect examination in TCGA data after its correction. a) Batch effect examination in miRNA-seq data after batch effect correction, b) Batch effect examination in RNA-seq data after batch effect correction. The X and Y axes represent principal components and batches, respectively. The p-value is represented by the numbers in figures and the color intensity which darker colors represent lower p-value.
