Table S1. Primers of examined genes. bp: base pair
	Transcript
	Sequence (5' to 3')
	Product size

	
ACTB
	F: TTCGAGCAAGAGATGGCC
	
151 bp

	
	R: CACAGGACTCCATGCCCAG
	

	
EPHA5
	F: TATTGGATTCACGCACTGTC
	
196 bp

	
	R: ATGAAGATTCTGGAAGCACC
	

	
SNAP91
	F: TGGCCGACACTCTCTTTG
	
357 bp

	
	R: GTGCATCAATTTGTCCCTG
	






Table S2. The association of EPHA5 expression with clinicopathological characteristics of TCGA-STAD tumor samples.
	Variables
	# Tumor
 samples
	Lower than       median
	Higher than
median
	P-value

	Gender
              Male
              Female
	
218
128
	
116
57
	
102
71
	0.181


	Age
              > 60 years
              < 60 years
              Not reported
	
236
106
4
	
125
45
3
	
111
61
1
	0.273

	T status
             T1
             T2
             T3
             T4
             TX*
	
16
72
154
96
8
	
12
39
78
40
4
	
4
33
76
56
4
	0.117

	N status
             N0/N1
             N2
             N3
             NX*
             Not reported
	
190
72
67
16
1
	
99
36
31
7
0
	
91
36
36
9
1
	0.727

	M status
             M0
             M1
             MX*
	
310
23
13
	
158
 9
 6
	
152
14
7
	0.064

	Tumor type
            Adenocarcinoma, NOS*
            Carcinoma, diffuse type
            Adenocarcinoma, intestinal type
            Tubular adenocarcinoma
            Papillary adenocarcinoma, NOS
            Adenocarcinoma with mixed subtypes
            Mucinous adenocarcinoma
            Signet ring cell carcinoma
	
130
57
65
63
5
1
17
8
	
67
18
37
36
4
0
7
4
	
63
39
28
27
1
1
10
4
	0.021*

	Race
           Asian
           Black or African American
           White
           Not reported
	 
70
9
218
49
	               
31                         5                         110                         27
	
39
4
108
22
	0.424

	TNM*
           1/2
           3
           4
           Not reported
	
149
141
36
20
	                         78                         73                       14                         8
	
71
68
22
12
	0.351


TX*: There is no information about primary tumor
NX*: It cannot be determined whether the tumor has spread to lymph nodes
MX*: Metastasis cannot be measured
NOS*: Not otherwise specified
TNM*: Tumor-Node-Metastasis



Table S3. The association of SNAP91 expression with clinicopathological characteristics of TCGA-STAD tumor samples.
	Variables
	# Tumor
samples
	Lower than       median
	Higher than
median
	P-value

	Gender
              Male
              Female
	
218
128
	
116
57
	
102
71
	0.119


	Age
              > 60 years
              < 60 years
              Not reported
	
236
106
4
	
125
45
3
	
111
61
1
	0.072

	T status
             T1
             T2
             T3
             T4
             TX*
	
16
72
154
96
8
	
12
39
78
40
4
	
4
33
76
56
4
	0.126

	N status
             N0/N1
             N2
             N3
             NX*
             Not reported
	
190
72
67
16
1
	
99
36
31
7
0
	
91
36
36
9
1
	0.812

	M status
             M0
             M1
             MX*
	
310
23
13
	
158
9
6
	
152
14
7
	0.527

	Tumor type
            Adenocarcinoma, NOS*
            Carcinoma, diffuse type
            Adenocarcinoma, intestinal type
            Tubular adenocarcinoma
            Papillary adenocarcinoma, NOS
            Adenocarcinoma with mixed subtypes
            Mucinous adenocarcinoma
            Signet ring cell carcinoma
	
130
57
65
63
5
1
17
8
	
67
18
37
36
4
0
7
4
	
63
39
28
27
1
1
10
4
	0.056

	Race
           Asian
           Black or African American
           White
           Not reported
	 
70
9
218
49
	                                        31                          5                       110                       27
	
39
4
108
22
	0.619

	TNM*
           1/2
           3
           4
           Not reported
	
149
141
36
20
	                        78                        73                         14                        8
	
71
68
22
12
	0.327


TX*: There is no information about primary tumor
NX*: It cannot be determined whether the tumor has spread to lymph nodes
MX*: Metastasis cannot be measured
NOS*: Not otherwise specified
TNM*: Tumor-Node-Metastasis


Table S4. Relationship between EPHA5 expression and clinicopathological of GC experimental samples.
	Variables
	# Tumor
samples
	Lower than       median
	Higher than
median
	P-value

	Gender
              Male
              Female
	
17  
11   
	
8             
6         
	
9 
5
	0.699


	Age
              >= 60 years
              < 60 years
	
15   
13  
	
9              
5                        
	
6   
8
	0.256

	Ethnicity  
                Lur
                Azari
                Kurd
                Gilak
                Persion
	
7
6
4
6
5
	
5
3
3
2
1
	
2
3
1
4
4
	0.314

	Tumor size
                 >=6
                 <6
	
15
13
	
7
7
	
8
6
	0.705

	Tumor type   
                   Adenocarcinoma intestinal type
                   Adenocarcinoma signet ring type
                   Adenocarcinoma diffuse type
                   Diffuse gastric carcinoma signet ring
                   Adenocarcinoma diffuse & intestinal
                   Mucinous adenocarcinoma
                   Not reported
	
13
4
4
2
1
1
3
	
7
3
1
0
0
1
2
	
6
1
3
2
1
0
1
	0.379

	Tumor grade
                    I
                    II
                    III
	
7
8
13
	
5
4
5
	
2
4
8
	0.372

	T status
             T2
              T3
              T4
	
2
25
1
	
1
12
1            
	
1
13
0
	0.595

	N status
             N0/N1
             N2
             N3
	
17
8
3   
	
8
4
2          
	
9
4
1
	0.822

	M status
             M0
             M1
             MX*
	
14
5
9   
	
6
3
5               
	
8
2
4
	0.742

	Extent of involvement
                    Serosa
                    Subserosa
                    Perigastric fat
                    Muscularis/Peripheral
	
14
4
7
3
	
8
1
3
2
	
6
3
4
1
	0.623

	Lymphatic invasion
                          Yes
                          No
	
20
8
	
9
5
	
11
3
	0.403

	Perineural invasion
                          Yes
                          No
	
21
7
	
12
2
	
9
5
	0.190

	TNM* stage (AJCC 7th edition)
                                 I/ II
                                 III
                                 IV
                                 Not reported
	
9
5
5
9
	
3
3
3
5
	
6
2
2
4
	0.680


MX*: Metastasis cannot be measured, TNM*: Tumor-Node-Metastasis
Table S5. Relationship between SNAP91 expression and clinicopathological of GC experimental samples.
	P-value
	Higher than
median
	Lower than       median
	# Tumor
 samples
	Variables

	0.699
	
8
6
	
9
5
	
17
11
	Gender
             Male
              Female

	0.705
	
8
6
	
7
7
	
15
13 
	Age
              >= 60 years
              < 60 years

	0.370
	
3
2
1
4
4
	
4
4
3
2
1
	
7
6
4
6
5
	Ethnicity  
                Lur
                Azari
                Kurd
                Gilak
              Persion

	0.058
	
5
9
	
10
4
	
15
13
	Tumor size
                 >=6
                 <6

	0.878
	
7
2
2
1
1
0
1
	
6
2
2
1
0
1
2
	
13
4
4
2
1
1
3
	Tumor type   
                   Adenocarcinoma intestinal type
                   Adenocarcinoma signet ring type
                   Adenocarcinoma diffuse type
                   Diffuse gastric carcinoma signet ring
                   Adenocarcinoma diffuse & intestinal
                   Mucinous adenocarcinoma
              Not reported

	0.896
	
3
4
7
	
4
4
6
	
7
8
13
	Tumor grade
                    I
                    II
               III

	0.219
	
2
12
0
	
0
13
1
	
2
25
1
	T status
             T2
              T3
              T4

	0.171
	
10
4
0
	
7
4
3 
	
17
8
3
	N status
             N0/N1
             N2
             N3

	0.742
	
8
2
4
	
6
3
5
	
14
5
9   
	M status
             M0
             M1
             MX*

	0.132
	
7
4
2
1
	
7
0
5
2
	
14
4
7
3
	Extent of involvement
                    Serosa
                    Subserosa
                    Perigastric fat
            Muscularis/Peripheral

	0.403
	
9
5
	
11
3
	
20
8
	Lymphatic invasion
                          Yes
            No

	0.190
	
9
5
	
12
2
	
21
7
	Perineural invasion
                          Yes
            No

	0.680
	
6
2
2
4
	
3
3
3
5
	
9
5
5
9
	TNM* stage (AJCC 7th edition)
                                 I/ II
                                 III
                                 IV
            Not reported


MX*: Metastasis cannot be measured, TNM*: Tumor-Node-Metastasis

