Supplementary Table 3. Sample sizes, genomotype richness, and diversity values provided for unisexual assemblages at each site (See
Supplementary Table 1 for Total counts including host samples). Chao1 richness calculated value with upper range (95% confidence with max of
10) provided, upper range not provided for site C3 as all bootstrap values were '3'. Calculated values with confidence intervals provided under
respective 'Observed’ columns. Mean and standard deviation of bootstrap runs provided under 'Estimate’ columns. Bootstrap value distributions
provided as density plots for lambda and V. First quartile, median, and third gaurtile provided under distribution figures. Sites arranged by
dissimilarity and cluster order.
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