Supplementary Table 1. Total sample size, raw counts, and relative abundances provided. Relative abundances provided in three forms under raw counts. In order from top to bottom under: Total relative abundance, relative abundance within unisexuals, and
relative abundance within ploidy level. Host species are not provided relative abundance within unisexuals or within ploidy level as they are not unisexuals. The LT genomotype is not provided relative abundance within ploidy level as they are the only diploid
unisexual genomotype. When ploidy level is determined but genomotype is not, samples are labeled with '?'s based on ploidy level. As all unisexuals must maintain at least one L and one T on Pelee, unknown unisexual samples must be at least LT, therefore

unknown contributions are labeled with '?'s. Sites arranged by dissimilarity and cluster order with the Island level (gamma-diversity) data on top. Island level data includes all samples, including from sites removed due to sample size (i.e. D6.2 and D2).
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