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Table S1 Predicted known functional proteins and tRNAs in phage D6
	Group
	Gene product
	Start Codon
	Identity
(%)
	Predicted function
	Accession Number

	Structure


	ORF71
	ATG
	61.62
	major head protein
	YP_010347902.1

	
	ORF128
	ATG
	86.96
	virion structural protein
	YP_010347843.1

	
	ORF158
	ATG
	50.53
	virion structural protein
	YP_001957019.1

	
	ORF181
	ATG
	73.68
	tail fiber protein
	YP_010347795.1

	
	ORF186
	ATG
	93.67
	virion structural protein
	YP_010347789.1

	
	ORF187
	ATG
	86.69
	head maturation protease
	YP_010347788.1

	
	ORF201
	ATG
	82.29
	baseplate assembly protein
	YP_010347772.1

	
	ORF203
	ATG
	71.19
	virion structural protein
	YP_010347769.1

	
	ORF208
	ATG
	83.30
	virion structural protein
	YP_010347764.1

	
	ORF213
	ATG
	72.57
	virion structural protein
	YP_010347759.1

	
	ORF217
	ATG
	92.79
	virion structural protein
	YP_010347754.1

	
	ORF221
	ATG
	63.26
	virion structural protein
	YP_010347750.1

	
	ORF222
	ATG
	61.58
	virion structural protein
	YP_010347749.1

	
	ORF223
	ATG
	78.46
	tail sheath protein
	YP_010347748.1

	
	ORF224
	ATG
	79.07
	tail fiber protein
	YP_010347747.1

	
	ORF225
	ATG
	82.02
	virion structural protein
	YP_010347746.1

	
	ORF230
	ATG
	89.26
	virion structural protein
	YP_010347741.1

	
	ORF234
	ATG
	62.58
	virion structural protein
	YP_010347737.1

	
	ORF235
	ATG
	64.24
	virion structural protein
	YP_010347736.1

	
	ORF236
	ATG
	66.30
	virion structural protein
	YP_010347735.1

	
	ORF238
	ATG
	66.93
	virion structural protein
	YP_010347733.1

	
	ORF239
	ATG
	86.54
	virion structural protein
	YP_010347732.1

	
	ORF240
	ATG
	87.60
	virion structural protein
	YP_010347731.1

	
	ORF241
	ATG
	86.94
	virion structural protein
	YP_010347730.1

	
	ORF242
	ATG
	61.64
	virion structural protein
	YP_010347729.1

	
	ORF243
	ATG
	51.75
	virion structural protein
	YP_010347728.1

	
	ORF252
	ATG
	89.50
	virion structural protein
	YP_010347718.1

	
	ORF307
	ATG
	89.89
	virion structural protein
	YP_010347662.1

	
	ORF309
	ATG
	88.42
	virion structural protein
	YP_010347660.1

	
	ORF311
	ATG
	71.19
	virion structural protein
	YP_010347658.1

	
	ORF312
	ATG
	69.77
	Internal head protein
	YP_010347657.1

	
	ORF313
	ATG
	70.74
	Internal head protein
	YP_010347656.1

	
	ORF314
	ATG
	41.63
	Internal head protein
	YP_010347655.1

	
	ORF316
	ATG
	50.94
	putative structural head protein
	YP_010347653.1

	
	ORF317
	ATG
	65.00
	virion structural protein
	YP_010347652.1

	
	ORF318
	ATG
	77.63
	virion structural protein
	YP_010347651.1

	
	ORF319
	ATG
	86.13
	virion structural protein
	YP_010347650.1

	
	ORF320
	ATG
	83.62
	virion structural protein
	YP_010347649.1

	
	ORF321
	ATG
	82.81
	virion structural protein
	YP_010347648.1

	
	ORF322
	ATG
	85.04
	virion structural protein
	YP_010347647.1

	
	ORF323
	ATG
	84.47
	virion structural protein
	YP_010347646.1

	
	ORF324
	ATG
	66.82
	virion structural protein
	YP_010347645.1

	
	ORF325
	ATG
	80.85
	virion structural protein
	YP_010347643.1

	
	ORF326
	ATG
	77.67
	virion structural protein
	YP_010347642.1

	
	ORF330
	ATG
	43.84
	virion structural protein
	YP_001957175.1

	
	ORF334
	ATG
	71.68
	putative structural head protein
	YP_010347635.1

	
	ORF392
	ATG
	77.95
	virion structural protein
	YP_010347568.1

	
	ORF395
	ATG
	91.57
	putative head structural protein
	YP_010347565.1

	
	ORF399
	ATG
	97.23
	virion structural protein
	YP_010347561.1

	
	ORF400
	ATG
	93.37
	tail sheath protein
	YP_010347560.1

	
	ORF401
	ATG
	84.89
	virion structural protein
	YP_010347559.1

	
	ORF402
	ATG
	82.41
	virion structural protein
	YP_010347558.1

	
	ORF403
	ATG
	89.48
	virion structural protein
	YP_010347557.1

	Packaging
	ORF251
	ATG
	92.70
	major capsid protein
	YP_010347719.1

	
	ORF404
	ATG
	89.90
	terminase large subunit
	YP_010347556.1

	DNA replication
and modification

	ORF1
	ATG
	63.30
	ribonucleotide reductase of class Ia (aerobic), alpha subunit
	QEM42118.1

	
	ORF2
	ATG
	60.51
	ribonucleoside reductase
	WP_015969115.1

	
	ORF7
	ATG
	79.84
	putative nucleoside 2-deoxyribosyltransferase
	YP_010347963.1

	
	ORF18
	ATG
	72.08
	HNH endonuclease
	YP_010347951.1

	
	ORF22
	ATG
	75
	ribosomal RNA large subunit methyltransferase N
	YP_010347947.1

	
	ORF25
	ATG
	82.62
	RtcB protein
	YP_010347945.1

	
	ORF52
	ATG
	56
	putative homing endonuclease
	YP_010347918.1

	
	ORF107
	ATG
	71.78
	putative RNA ligase
	YP_010347861.1

	
	ORF113
	ATG
	54.32
	thymidylate synthase
	YP_010347855.1

	
	ORF115
	ATG
	72.30
	nicotinamide phosphoribosyltransferase
	YP_010347853.1

	
	ORF116
	ATG
	46.37
	ribose-phosphate pyrophosphokinase
	YP_010347852.1

	
	ORF118
	ATG
	66.45
	cell division protein
	YP_010347850.1

	
	ORF140
	TTG
	73.85
	NAD-dependent DNA ligase
	YP_010347834.1

	
	ORF142
	ATG
	78.37
	deoxycytidine triphosphate deaminase
	YP_010347832.1

	
	ORF153
	ATG
	80.75
	SNF2-domain helicase
	YP_010347820.1

	
	ORF169
	ATG
	73.82
	thymidylate kinase
	YP_010347806.1

	
	ORF182

	ATG
	91.82
	putative RNA polymerase beta/ beta' subunit
	YP_010347794.1

	
	ORF183
	ATG
	85.95
	putative RNA polymerase subunit beta
	YP_010347793.1

	
	ORF200
	TTG
	77.86
	SbcCD protein, subunit C
	YP_010347773.1

	
	ORF211
	ATG
	92.74
	ribonuclease H
	YP_010347761.1

	
	ORF214
	ATG
	82.62
	putative UsvX protein
	YP_010347758.1

	
	ORF229
	ATG
	87.24
	holliday junction resolvase
	YP_010347742.1

	
	ORF253
	ATG
	94.31
	putative helicase
	YP_010347717.1

	
	ORF269
	ATG
	57.56
	putative bifunctional (p)　ppGpp synthetase/guanosine-3',5'-bis　(diphosphate) 3'-pyrophosphohydrolase
	RWB08829.1

	
	ORF295
	ATG
	84.71
	macro domain-containing protein
	YP_010347672.1

	
	ORF333
	ATG
	84.60
	putative RNA polymerase beta subunit
	YP_010347636.1

	
	ORF343
	TTG
	89.90
	putative RAD2/SF2 helicase
	YP_010347626.1

	
	ORF344
	ATG
	91.95
	putative RNA polymerase beta prime subunit
	YP_010347625.1

	
	ORF345
	TTG
	91.15
	putative RNA polymerase subunit beta
	YP_010347624.1

	
	ORF352
	ATG
	87.34
	nuclease SbcCD, subunit D
	YP_010347616.1

	
	ORF360
	TTG
	93.25
	RNA polymerase beta subunit
	YP_010347607.1

	
	ORF367
	ATG
	66.04
	Nucleotidyltransferase
	YP_010347598.1

	
	ORF368
	ATG
	89.93
	DNA polymerase
	YP_010347597.1

	
	ORF383
	ATG
	55.51
	putative dual-specificity phosphatase
	YP_010347578.1

	
	ORF384
	ATG
	80.95
	tubulin PhuZ
	YP_010347576.1

	Biosynthesis
	ORF409
	ATG
	52.5
	dihydrofolate reductase
	YP_010347553.1

	
	ORF19
	ATG
	30.74
	galactose oxidase
	MBD0355842.1

	tRNA
	
	
	
	tRNA-His-GTG
	

	
	
	
	
	tRNA-Asp-GTC
	

	
	
	
	
	tRNA-Tyr-GTA
	

	
	
	
	
	tRNA-Pro-TGG
	

	
	
	
	
	tRNA-Thr-CGT
	

	
	
	
	
	tRNA-Asn-GTT
	

	
	
	
	
	tRNA-Asn-GTT
	

	
	
	
	
	tRNA-Trp-CCA
	

	
	
	
	
	tRNA-Ser-GCT
	

	
	
	
	
	tRNA-Leu-TAA
	

	
	
	
	
	tRNA-Leu-TAG
	

	
	
	
	
	tRNA-Ser-TGA
	

	
	
	
	
	tRNA-Cys-GCA
	

	
	
	
	
	tRNA-Thr-TGT
	


