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[bookmark: _Hlk120559858]Table S1. Fifty-nine single-nucleotide polymorphisms (SNPs) associated with lipoprotein-associated phospholipase A2 activity at genome-wide significance level (p<5×10-8)
	SNP
	Chr
	Poisition
	EA
	OA
	Beta
	Standard error
	p value
	Z-score           p value

	rs4420638
	19
	50114786
	a
	g
	-0.054
	0.005
	4.91e-30
	9.15e-31

	rs7528419
	1
	109618715
	a
	g
	0.035
	0.004
	1.30e-17
	1.14e-17

	rs12740374
	1
	109619113
	t
	g
	-0.034
	0.004
	1.46e-17
	1.34e-17

	rs629301
	1
	109619829
	t
	g
	0.034
	0.004
	1.78e-17
	1.61e-17

	rs646776
	1
	109620053
	t
	c
	0.034
	0.004
	2.15e-17
	2.02e-17

	rs599839
	1
	109623689
	a
	g
	0.033
	0.004
	2.63e-17
	1.72e-17

	rs660240
	1
	109619361
	t
	c
	-0.034
	0.004
	7.39e-17
	5.91e-17

	rs602633
	1
	109623034
	t
	g
	-0.033
	0.004
	1.38e-16
	8.05e-17

	rs6857
	19
	50084094
	t
	c
	0.069
	0.009
	1.43e-15
	2.31e-14

	rs2075650
	19
	50087459
	a
	g
	-0.066
	0.009
	8.07e-15
	1.05e-13

	rs4970834
	1
	109616403
	t
	c
	-0.032
	0.004
	4.41e-13
	1.26e-13

	rs611917
	1
	109616775
	a
	g
	0.029
	0.004
	4.71e-13
	6.58e-13

	rs6511720
	19
	11063306
	t
	g
	-0.045
	0.007
	2.61e-11
	1.49e-10

	rs964184
	11
	116154127
	c
	g
	-0.032
	0.005
	8.37e-11
	6.48e-11

	rs7756935
	6
	46782984
	a
	c
	-0.027
	0.004
	1.26e-10
	9.78e-11

	rs1051931
	6
	46780902
	a
	g
	0.026
	0.004
	1.85e-10
	1.45e-10

	rs2216464
	6
	46770536
	t
	c
	-0.027
	0.004
	1.88e-10
	1.39e-10

	rs3799277
	6
	46765016
	a
	g
	0.027
	0.004
	1.91e-10
	1.38e-10

	rs9472819
	6
	46761748
	a
	g
	0.026
	0.004
	2.64e-10
	1.98e-10

	rs7740677
	6
	46757190
	t
	c
	-0.026
	0.004
	2.84e-10
	2.12e-10

	rs445925
	19
	50107480
	a
	g
	-0.071
	0.011
	3.28e-10
	6.42e-11

	rs9357512
	6
	46750834
	t
	c
	0.026
	0.004
	3.31e-10
	2.43e-10

	rs3799861
	6
	46797488
	t
	c
	0.027
	0.004
	3.39e-10
	2.49e-10

	rs9395206
	6
	46746381
	a
	t
	-0.026
	0.004
	3.79e-10
	2.74e-10

	rs1362931
	6
	46790038
	a
	c
	0.026
	0.004
	3.80e-10
	3.12e-10

	rs1421372
	6
	46789362
	a
	g
	0.026
	0.004
	4.36e-10
	3.80e-10

	rs6901178
	6
	46739845
	a
	g
	0.026
	0.004
	4.45e-10
	3.21e-10

	rs7767605
	6
	46737816
	a
	g
	-0.026
	0.004
	5.05e-10
	3.64e-10

	rs6924489
	6
	46736070
	a
	g
	0.026
	0.004
	6.26e-10
	4.48e-10

	rs6904373
	6
	46736026
	t
	c
	0.026
	0.004
	6.65e-10
	4.74e-10

	rs3757241
	6
	46731657
	t
	c
	0.026
	0.004
	6.74e-10
	4.77e-10

	rs3799862
	6
	46795890
	t
	c
	-0.024
	0.004
	7.52e-10
	3.84e-10

	rs6929105
	6
	46793245
	t
	c
	0.024
	0.004
	7.66e-10
	3.97e-10

	rs12292921
	11
	116127173
	t
	g
	-0.039
	0.007
	1.93e-09
	1.29e-09

	rs12272004
	11
	116108934
	a
	c
	0.039
	0.007
	3.28e-09
	2.05e-09

	rs11825181
	11
	116131468
	a
	g
	0.040
	0.007
	3.29e-09
	1.63e-09

	rs10488699
	11
	116137710
	t
	c
	0.041
	0.007
	3.80e-09
	1.76e-09

	rs11820589
	11
	116139072
	a
	g
	0.040
	0.007
	4.09e-09
	1.88e-09

	rs6928546
	6
	46739965
	t
	c
	0.025
	0.004
	4.79e-09
	2.85e-09

	rs9472830
	6
	46797721
	t
	c
	0.030
	0.005
	5.48e-09
	6.09e-09

	rs12280724
	11
	116118633
	t
	g
	0.040
	0.007
	5.71e-09
	2.33e-09

	rs12280753
	11
	116118870
	t
	c
	0.038
	0.007
	5.75e-09
	2.37e-09

	rs10846744
	12
	123878378
	c
	g
	0.029
	0.005
	6.07e-09
	8.16e-09

	rs10466589
	11
	116117195
	a
	g
	0.040
	0.007
	6.12e-09
	2.44e-09

	rs12286037
	11
	116157417
	t
	c
	0.040
	0.007
	6.95e-09
	5.49e-09

	rs17120029
	11
	116155328
	t
	c
	0.040
	0.007
	7.14e-09
	5.74e-09

	rs12294259
	11
	116142356
	t
	c
	0.040
	0.007
	7.84e-09
	4.95e-09

	rs12279373
	11
	116105610
	a
	g
	-0.039
	0.007
	7.95e-09
	2.93e-09

	rs11823543
	11
	116154345
	a
	g
	0.042
	0.007
	1.08e-08
	7.35e-09

	rs1531517
	19
	49934013
	a
	g
	-0.048
	0.009
	1.29e-08
	7.15e-09

	rs11057841
	12
	123882696
	t
	c
	0.029
	0.005
	1.39e-08
	1.79e-08

	rs10858082
	1
	109600244
	a
	g
	0.022
	0.004
	1.80e-08
	4.15e-08

	rs11057830
	12
	123873006
	a
	g
	0.028
	0.005
	2.01e-08
	2.60e-08

	rs6657811
	1
	109608806
	a
	t
	0.030
	0.005
	2.40e-08
	1.37e-08

	rs3208856
	19
	49988646
	t
	c
	-0.058
	0.010
	2.60e-08
	2.57e-08

	rs11668477
	19
	11056030
	a
	g
	0.031
	0.006
	3.23e-08
	1.51e-07

	rs2228671
	19
	11071912
	t
	c
	-0.038
	0.007
	4.22e-08
	4.05e-07

	rs12581963
	12
	123883078
	a
	g
	0.045
	0.008
	4.25e-08
	1.36e-08

	rs1421368
	6
	46804552
	a
	g
	-0.034
	0.006
	4.88e-08
	4.03e-08


Chr: chromosome; EA: effect allele; OA: other allele.
