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	Ontology
	ID
	Description
	GeneRatio
	pvalue

	BP
	GO:2001056
	positive regulation of cysteine-type endopeptidase activity
	7/43
	4.53e-08

	BP
	GO:2000116
	regulation of cysteine-type endopeptidase activity
	8/43
	6.32e-08

	BP
	GO:0010950
	positive regulation of endopeptidase activity
	7/43
	1.53e-07

	CC
	GO:0101002
	ficolin-1-rich granule
	5/43
	4.97e-05

	CC
	GO:0042470
	melanosome
	4/43
	8.29e-05

	CC
	GO:0048770
	pigment granule
	4/43
	8.29e-05

	MF
	GO:0097110
	scaffold protein binding
	5/43
	3.03e-07

	MF
	GO:0002020
	protease binding
	4/43
	2.59e-04

	MF
	GO:0005243
	gap junction channel activity
	2/43
	5.93e-04

	KEGG
	hsa04657
	IL-17 signaling pathway
	6/35
	2.62e-06

	KEGG
	hsa04622
	RIG-I-like receptor signaling pathway
	5/35
	1.12e-05

	KEGG
	hsa04210
	Apoptosis
	6/35
	2.22e-05



