Supplement Table 4-Total Metaproteome identified in the Plasma samples of Pediatric Patient- Sepsis survivor; Sepsis non survivor; Non Sepsis survivor (Selected biomarker are highlighted on top- Red (Nonsurvival).
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	Label
	Peptide
	KO ID
	LCA
	superkingdom;kingdom;subkingdom;superphylum;phylum;subphylum;superclass;class;subclass;superorder;order;suborder;infraorder;superfamily;family;subfamily;tribe;subtribe;genus;subgenus;species group;species subgroup;species;subspecies;strain;varietas;formalca
	EC - names
	Sepsis Survivor 1
	Sepsis  Non Survivor  1
	Non  Sepsis Survivor 1
	FC(NS/S)
	log2(FC)
	p value
	q-value
	AUC
	RF Score

	Var 1
	NASLETENFR
	 
K01874 
	Paludibacter propionicigenes WB4
	Bacteria;;;;Bacteroidetes;;;Bacteroidia;;;Bacteroidales;;;;Paludibacteraceae;;;;Paludibacter;;;;Paludibacter propionicigenes;;Paludibacter propionicigenes WB4;;;Paludibacter propionicigenes WB4
	2.7.6.5 (100%)
	1
	615611.2616
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 2
	ADAGAPSVPR
	K00765 
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;;Mycobacterium tuberculosis complex
	3.2.2.31 (100%)
	1
	117154.0597
	24285442.95
	161200
	17.299
	3.70E-06
	0.00625
	1
	0.001

	Var 3
	AITNLMIDLNK
	 
K00560
	Mycoplasma genitalium G37
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma genitalium;;Mycoplasma genitalium G37;;;Mycoplasma genitalium G37
	6.1.1.11 (100%)
	1
	820909.1778
	1
	417590
	18.672
	5.44E-05
	0.0125
	1
	0.00275

	Var 4
	FGALDALVR
	 
K01919 
	Mycolicibacterium smegmatis
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycolicibacterium;;;;Mycolicibacterium smegmatis;;;;;Mycolicibacterium smegmatis
	6.5.1.1 (100%)
	1
	662872.1164
	3969650.645
	4.42E-06
	-17.787
	1.20E-07
	0.01875
	1
	0.00145

	Var 5
	ELHPDVNPSTEAQER
	NA
	Leifsonia xyli subsp. xyli
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micrococcales;;;;Microbacteriaceae;;;;Leifsonia;;;;Leifsonia xyli;Leifsonia xyli subsp. xyli;;;;Leifsonia xyli subsp. xyli
	NA
	1
	1186349.314
	1
	3.94E-08
	-24.598
	9.45E-05
	0.025
	1
	0.00265

	Var 6
	QELPAGTDLSNADVNR
	NA
	Hungateiclostridium thermocellum ATCC 27405
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Oscillospiraceae;;;;Acetivibrio;;;;Acetivibrio thermocellus;;Hungateiclostridium thermocellum ATCC 27405;;;Hungateiclostridium thermocellum ATCC 27405
	NA
	1
	757744.0726
	1
	29751
	14.861
	9.08E-07
	0.03125
	1
	0.00033333

	Var 7
	QSFDPAGILNPGVVFGDT
	 
K01046    
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;Mycobacterium tuberculosis complex
	1.-.-.- (100%)
	206082.2468
	1
	1
	4.85E-06
	-17.653
	3.42E-08
	0.0375
	1
	0.0024833

	Var 8
	FGIAGDQAR
	K00001
	Streptomyces coelicolor
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;Streptomyces albidoflavus group;;Streptomyces coelicolor;;;;;Streptomyces coelicolor
	1.-.-.- (100%)
	1
	1
	819513.2576
	379150
	18.532
	3.44E-05
	0.04375
	1
	0.00078333

	Var 9
	AGATVHELAGVEPNPR
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;Bacillus
	1.1.1.- (100%)
	109062.2103
	1
	1
	2.37E-06
	-18.689
	4.09E-07
	0.05
	1
	0.0021167

	Var 10
	QGNDFVFDNSPDFLK
	 
K01776
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	1.1.1.- (100%)
	1
	29680.82312
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 11
	FDPAYLGLK
	 
K07568 
	Acidothermus cellulolyticus 11B
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Acidothermales;;;;Acidothermaceae;;;;Acidothermus;;;;Acidothermus cellulolyticus;;Acidothermus cellulolyticus 11B;;Acidothermus cellulolyticus 11B
	1.1.1.18 (100%)
	95179.56172
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 12
	ETHGLNAFVTGYPVK
	 
K01870 
	Agrobacterium
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;Rhizobiaceae;;;;Agrobacterium;;;;;;;;;Agrobacterium
	1.1.1.25 (100%)
	1
	44073.59612
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 13
	DLNQVSVK
	 
K00053
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	1.1.1.267 (100%)
	1
	80576.01917
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 14
	ENAEHPIEVTGK
	NA
	Corynebacteriales
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;;;;;;;;;;;;;Corynebacteriales
	1.1.1.86 (100%)
	1244429.396
	1
	1
	80026
	16.288
	1.19E-06
	1.88E-02
	1
	5.00E-04

	Var 15
	GDIIQVLIPDEVQSEVYK
	 
K15736 
	Petrotoga
	Bacteria;;;;Thermotogae;;;Thermotogae;;;Petrotogales;;;;Petrotogaceae;;;;Petrotoga;;;;;;;;;Petrotoga
	1.1.1.86 (100%)
	1
	41563.85293
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 16
	LGAALTIQDLR
	 
K09162 
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;;Mycobacterium tuberculosis complex
	1.1.2.3 (75%);1.1.99.31 (50%);1.1.-.- (25%)
	1
	1
	847038.4145
	305660
	18.222
	1.19E-06
	0.002173913
	1
	0.00066667

	Var 17
	DVTAAMAK
	 
K01946 
	Enterobacteriaceae
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;;;;;;;;;Enterobacteriaceae
	1.1.5.13 (90%);1.1.3.- (6%);1.1.3.15 (4%)
	931373.4484
	1
	1
	9.72E-06
	-16.65
	3.58E-09
	0.004347826
	1
	0.0025833

	Var 18
	AGYADEVQELFDQLAAK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	1.13.11.49 (54%);1.11.1.- (38%);1.3.98.5 (8%)
	119224.307
	1
	1
	9.85E-07
	-19.954
	6.09E-06
	0.006521739
	1
	0.00175

	Var 19
	FHSPVELTTIR
	 
K00859
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	1.14.-.- (100%)
	1
	38008.39251
	1
	137350
	17.068
	7.45E-06
	0.008695652
	1
	0.0024167

	Var 20
	FLSIAEGLQR
	 
K00053 
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;;Streptomyces
	1.14.-.- (67%);1.14.15.11 (33%)
	1
	1
	4240696.815
	78466
	16.26
	1.95E-06
	0.010869565
	1
	0.0015833

	Var 21
	LEPILLAQAR
	NA
	Streptomyces purpurascens
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;Streptomyces purpurascens;;;;;Streptomyces purpurascens
	1.14.13.180 (100%)
	1
	1
	383574.0215
	16872
	14.042
	1.02E-08
	0.013043478
	1
	0.0020833

	Var 22
	SEPEIRPR
	 
K00208 
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;Streptomyces
	1.14.19.69 (50%);1.14.21.7 (50%)
	157973.0171
	1
	1
	8.81E-06
	-16.792
	2.06E-09
	0.015217391
	1
	0.0015

	Var 23
	YASGEYFSQYLQGNWQPK
	K00541
	Enterobacteriaceae
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;;;;;;;;;Enterobacteriaceae
	1.17.4.1 (100%)
	93533.60375
	1
	1
	3.65E-06
	-18.062
	1.18E-10
	0.017391304
	1
	0.0015667

	Var 24
	NIGGDNLPVVIAER
	NA
	Bacteroidales
	Bacteria;;;;Bacteroidetes;;;Bacteroidia;;;Bacteroidales;;;;;;;;;;;;;;;;;Bacteroidales
	1.17.7.3 (100%)
	1
	95586.39922
	1
	96645
	16.56
	1.65E-06
	0.019565217
	1
	0.0013667

	Var 25
	EADIGLACGNK
	 
K03752
	Aquificales
	Bacteria;;;;Aquificae;;;Aquificae;;;Aquificales;;;;;;;;;;;;;;;;Aquificales
	1.17.7.3 (80%);1.17.7.1 (20%)
	574950.5683
	1
	1
	4.44E-06
	-17.782
	3.06E-08
	0.02173913
	1
	0.002

	Var 26
	MTSDIVVIGGGVAGVTAAQSLR
	K01835 
	Rhodococcus jostii RHA1
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Nocardiaceae;;;;Rhodococcus;;;;Rhodococcus jostii;;Rhodococcus jostii RHA1;;Rhodococcus jostii RHA1
	1.18.1.3 (100%)
	1253123.118
	1
	1
	3.11E-06
	-18.293
	7.50E-07
	0.023913043
	1
	0.002

	Var 27
	SLAAQGAELAFTYQGEALGK
	 
K00962
	Hyphomicrobiales
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;;;;;;;;;;;;;;Hyphomicrobiales
	1.3.1.9 (100%)
	1
	1
	5496168.064
	784500
	19.581
	1.89E-07
	0.026086957
	1
	0.002

	Var 28
	GFGSVELAGENR
	 
K02528 
	Rhizobiaceae
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;Rhizobiaceae;;;;;;;;;;;;;Rhizobiaceae
	1.3.1.98 (100%)
	1
	1
	3702523.787
	17840
	14.123
	8.38E-08
	0.02826087
	1
	0.0020333

	Var 29
	VTPPEHAAEDYAESAR
	NA
	Mycolicibacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycolicibacterium;;;;;;;;;Mycolicibacterium
	1.3.5.2 (100%)
	1
	10125.15257
	1
	96833
	16.563
	6.83E-06
	0.030434783
	1
	0.0012333

	Var 30
	GIPLTTSIAALNR
	 
K01390 
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	1.3.99.1 (67%);1.3.5.1 (32%);1.-.-.- (2%)
	283676.7216
	1
	1
	1.33E-05
	-16.199
	2.84E-11
	0.032608696
	1
	0.0021167

	Var 31
	AVGGSWADVLDGK
	NA
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;;Mycobacterium
	2.1.1.- (100%)
	1
	1
	576392.6271
	1.02E-07
	-23.224
	6.71E-06
	0.034782609
	1
	0.0014167

	Var 32
	VGCDIDLSGLFFDGER
	NA
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;;Mycobacterium
	2.1.1.- (100%)
	1
	93676.18867
	1
	757740
	19.531
	8.79E-05
	0.036956522
	1
	0.00345

	Var 33
	QVVHVKPGASR
	 
K00618 
	Hyphomicrobiales
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;;;;;;;;;;;;;;Hyphomicrobiales
	2.1.1.166 (100%)
	1
	1
	277462.6011
	17717
	14.113
	1.98E-07
	0.039130435
	1
	0.0016667

	Var 34
	VGETAAGK
	 
K11628 
	Neisseriaceae
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;;;;;;;;;;Neisseriaceae
	2.1.1.173 (79%);2.1.1.264 (14%);2.1.1.- (7%)
	1
	307326.7235
	1
	7.71E-06
	-16.985
	2.41E-08
	0.041304348
	1
	0.0017833

	Var 35
	ALTEAGAVK
	NA
	Enterobacterales
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;;;;;;;;;;;;;;Enterobacterales
	2.1.1.181 (100%)
	1
	1
	2391202.799
	6.90E-06
	-17.146
	8.25E-08
	0.043478261
	1
	0.0026

	Var 36
	SAGIDPTLR
	K11065
	Corynebacterium jeikeium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Corynebacteriaceae;;;;Corynebacterium;;;;Corynebacterium jeikeium;;;;;Corynebacterium jeikeium
	2.1.1.182 (100%)
	1
	1
	26365260.74
	8.25E-06
	-16.887
	1.04E-07
	0.045652174
	1
	0.0023333

	Var 37
	VLTETDIDPR
	 
K00693
	Bacillaceae
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;;;;;;;;;;Bacillaceae
	2.1.1.182 (100%)
	1
	21269.23154
	1
	19691
	14.265
	1.59E-08
	0.047826087
	1
	0.0010833

	Var 38
	GIPDVLLSGHHGK
	K00655  
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;Actinomycetia
	2.1.1.228 (100%)
	132771.1844
	1821939.39
	246424.0204
	2479900
	21.242
	0.00028517
	0.05
	1
	0.0026167

	Var 39
	FFFHPNTAMFR
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;Bacillus
	2.1.1.242 (100%)
	240364.494
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 40
	VFFIGNR
	 
K00840 
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.1.1.37 (100%)
	129679.477
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 41
	RPESVFDYR
	NA
	Leifsonia xyli subsp. xyli
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micrococcales;;;;Microbacteriaceae;;;;Leifsonia;;;;Leifsonia xyli;Leifsonia xyli subsp. xyli;;;Leifsonia xyli subsp. xyli
	2.1.1.45 (100%)
	347742.0671
	1
	1
	7.18E-07
	-20.41
	6.44E-07
	0.036956522
	1
	0.0011667

	Var 42
	AYGDDEAIVGGIAK
	 
K00765 
	Bacillaceae
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;;;;;;;;;;Bacillaceae
	2.1.3.15 (100%)
	1
	1
	49436.17051
	NA
	NA
	NA
	NA
	NA
	NA

	Var 43
	QAAFTPER
	 
K00788  
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	2.3.1.- (100%)
	1
	112184.1839
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 44
	RPVVITEDGIDSIAIR
	NA
	Corynebacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Corynebacteriaceae;;;;Corynebacterium;;;;;;;;Corynebacterium
	2.3.1.- (91%);2.3.1.12 (9%)
	4052765.052
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 45
	VTGDVSSPK
	K05602
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;Bacillus
	2.3.1.1 (100%);2.3.1.35 (100%)
	514668.1213
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 46
	LTADGVLTAPQCTHYPLAEAADAIR
	 
K00483
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;;Mycobacterium tuberculosis complex
	2.3.1.111 (100%)
	1
	47174.17651
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 47
	AYSGYIPILGAPWLADLVR
	K00936
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;;Mycobacterium tuberculosis complex
	2.3.1.111 (100%)
	1
	1
	69925.12932
	NA
	NA
	NA
	NA
	NA
	NA

	Var 48
	EYVGYVVEK
	K01358 
	Mycobacteriaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;;;;;;;;;;Mycobacteriaceae
	2.3.1.15 (100%)
	1
	1
	265861.0585
	NA
	NA
	NA
	NA
	NA
	NA

	Var 49
	EGASGLAAR
	 
K00930 
	Actinosynnema
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Pseudonocardiales;;;;Pseudonocardiaceae;;;;Actinosynnema;;;;;;;;Actinosynnema
	2.3.1.189 (100%)
	182608.5483
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 50
	VGSGNSGATNVLR
	 
K01425 
	Deinococcus
	Bacteria;;;;Deinococcus-Thermus;;;Deinococci;;;Deinococcales;;;;Deinococcaceae;;;;Deinococcus;;;;;;;;;Deinococcus
	2.3.1.275 (100%)
	1
	332400.3333
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 51
	TGAFHAAIAAGVPIIPVCVSTTSNK
	K22362   
	Enterobacteriaceae
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;;;;;;;;;;Enterobacteriaceae
	2.3.1.51 (100%);2.3.1.0 (0%)
	1
	1
	326983.6047
	NA
	NA
	NA
	NA
	NA
	NA

	Var 52
	ISLSVSAR
	 
K00948  
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.4.1.- (100%)
	1226720.979
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 53
	WIAGSLVK
	 
K00705
	Synechocystis
	Bacteria;;;;Cyanobacteria;;;;;;Synechococcales;;;;Merismopediaceae;;;;Synechocystis;;;;;;;;Synechocystis
	2.4.1.1 (100%)
	130419.9193
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 54
	LCDVDVHCMGAPR
	 
K00820 
	Corynebacteriales
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;;;;;;;;;;;;;Corynebacteriales
	2.4.1.21 (50%);2.4.1.342 (50%)
	123796.2007
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 55
	FFPIYVESEK
	 
K00972 
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	2.4.1.21 (80%);2.4.1.290 (20%)
	1
	36423.74307
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 56
	AGIDCSSMNDK
	 
K00982 
	Listeria
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Listeriaceae;;;;Listeria;;;;;;;;;Listeria
	2.4.2.17 (100%)
	1
	104847.2844
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 57
	MNVSVVTER
	K02999  
	Salmonella enterica
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Salmonella;;;;Salmonella enterica;;;;;Salmonella enterica
	2.4.2.52 (100%)
	1
	29751.44359
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 58
	AGADTVQLR
	NA
	Neisseriaceae
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;;;;;;;;;;Neisseriaceae
	2.5.1.3 (100%)
	1
	323623.7907
	1
	4.55E-06
	-17.746
	1.37E-07
	0.0125
	1
	0.0011667

	Var 59
	VHIVGVEPLNSPLLSK
	NA
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	2.5.1.47 (100%)
	1
	17591.70985
	1
	7.77E-06
	-16.973
	4.89E-09
	0.025
	1
	0.0017833

	Var 60
	LAVIHNGIIENFATLR
	NA
	Leifsonia xyli
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micrococcales;;;;Microbacteriaceae;;;;Leifsonia;;;;Leifsonia xyli;;;;Leifsonia xyli
	2.6.1.16 (100%)
	138629.5385
	1
	1
	1.01E-05
	-16.597
	9.32E-09
	0.0375
	1
	0.00078333

	Var 61
	AALGLEAESSGDEAAR
	NA
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;Streptomyces
	2.7.-.- (100%)
	105442.6756
	1
	1
	5.35E-06
	-17.512
	2.67E-07
	0.05
	1
	0.00295

	Var 62
	FIDGDDLHPAK
	K00991  
	Enterobacteriaceae
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;;;;;;;;;;Enterobacteriaceae
	2.7.1.12 (100%)
	1
	1
	464962.5818
	NA
	NA
	NA
	NA
	NA
	NA

	Var 63
	NNPALHLAR
	
K02337 
	Rhizobium
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;Rhizobiaceae;;;;Rhizobium;;;;;;;;Rhizobium
	2.7.1.148 (100%)
	1107871.535
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 64
	EAVSPMYEIFVEK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	2.7.1.48 (100%)
	1
	1
	493928.6967
	9.25E-06
	-16.723
	3.88E-09
	0.05
	1
	0.00075

	Var 65
	VFEAVPSAGAR
	 
K00860
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;Actinomycetia
	2.7.1.6 (100%)
	151161.0752
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 66
	VLPCCIVGGALTGAISMAIGAK
	 
K03151 
	Enterobacterales
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;;;;;;;;;;;;;Enterobacterales
	2.7.1.69 (72%);2.7.1.191 (24%);2.7.1.- (5%)
	122759.2192
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 67
	QTFVAAWELLAMR
	NA
	Salmonella enterica
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Salmonella;;;;Salmonella enterica;;;;;Salmonella enterica
	2.7.13.3 (100%)
	1
	36405.57664
	1
	42245
	15.366
	2.33E-06
	0.05
	1
	0.00165

	Var 68
	ILASLDTIK
	 
K01012
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	2.7.2.3 (100%)
	1
	1
	640545.855
	NA
	NA
	NA
	NA
	NA
	NA

	Var 69
	QCFAEDMVFLR
	NA
	Bifidobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Bifidobacteriales;;;;Bifidobacteriaceae;;;;Bifidobacterium;;;;;;;;;Bifidobacterium
	2.7.2.8 (100%)
	1
	159295.7835
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 70
	QVTVMVELK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.7.4.1 (100%)
	524636.356
	1
	1
	3.53E-06
	-18.114
	1.86E-07
	0.025
	1
	0.00075

	Var 71
	LSGEAFSGGGGLGVDPDVVHAIAR
	NA
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	2.7.4.22 (100%)
	1
	54526.82488
	1
	4.12E-06
	-17.889
	1.09E-07
	0.05
	1
	0.0015

	Var 72
	YLDTGAMYR
	 
K01309    
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.7.4.25 (100%);6.3.2.1 (0%);2.5.1.19 (0%)
	202732.3037
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 73
	LEGEHAPK
	 
K00132  
	Neisseriaceae
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;;;;;;;;;Neisseriaceae
	2.7.4.3 (100%)
	121227.3623
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 74
	AHPELAEAVAR
	 
K10817 
	Corynebacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Corynebacteriaceae;;;;Corynebacterium;;;;;;;;Corynebacterium
	2.7.6.1 (100%)
	145559.4258
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 75
	TPSFSVSPTK
	 
K01086 
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.7.7.- (98%);2.7.7.101 (2%)
	406034.2716
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 76
	TTVGSHVR
	K01247 
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	2.7.7.23 (98%);2.3.1.157 (95%)
	1
	51921.09941
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 77
	AATSLAAHMMR
	NA
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;Streptomyces
	2.7.7.42 (100%);2.7.7.89 (100%)
	125786.2866
	1
	1
	3.10E-06
	-18.301
	8.46E-07
	0.025
	1
	0.0022

	Var 78
	EDGQLDTYELMK
	NA
	Lactobacillaceae
	Bacteria;;;;Firmicutes;;;Bacilli;;;Lactobacillales;;;;Lactobacillaceae;;;;;;;;;;;;;Lactobacillaceae
	2.7.7.6 (100%)
	1
	1
	51799.79425
	1.02E-07
	-23.219
	4.89E-07
	0.05
	1
	0.00025

	Var 79
	VGSNDGFDK
	 
K03575 
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.7.7.6 (100%)
	231539.5529
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 80
	SDSPLVGTGIEYR
	 
K00057 
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.7.7.6 (100%)
	142801.3864
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 81
	IAPDDILVGK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.7.7.6 (100%)
	373573.3009
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 82
	MSLFGVGFLASAK
	NA
	Tropheryma whipplei str. Twist
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micrococcales;;;;Tropherymataceae;;;;Tropheryma;;;;Tropheryma whipplei;;Tropheryma whipplei str. Twist;;;Tropheryma whipplei str. Twist
	2.7.7.6 (100%)
	1
	36248.33604
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 83
	QQSVMNGLK
	K18696   
	Clostridium acetobutylicum ATCC 824
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Clostridiaceae;;;;Clostridium;;;;Clostridium acetobutylicum;;Clostridium acetobutylicum ATCC 824;;;Clostridium acetobutylicum ATCC 824
	2.7.7.60 (100%)
	1
	1531956.916
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 84
	TLEEPPSYVIFILATTELQK
	NA
	Candidatus Weimeria bifida
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Lachnospiraceae;;;;Candidatus Weimeria;;;;Candidatus Weimeria bifida;;;;Candidatus Weimeria bifida
	2.7.7.7 (100%)
	226102.5208
	1
	1
	78692
	16.264
	1.04E-05
	0.05
	1
	0.0017

	Var 85
	GTGEAAVESITSAR
	K03635
	Neisseria meningitidis
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;Neisseria;;;;Neisseria meningitidis;;;;;Neisseria meningitidis
	2.7.7.7 (100%)
	1
	19690.60786
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 86
	QLNTTYISEFEAR
	 
K00954 
	Peptoclostridium acidaminophilum
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Peptostreptococcaceae;;;;Peptoclostridium;;;;Peptoclostridium acidaminophilum;;;;Peptoclostridium acidaminophilum
	2.7.7.77 (100%)
	67451.23255
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 87
	FQIGQIVR
	 
K17624  
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	2.7.8.13 (100%)
	11192234.12
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 88
	WLESDSLMAK
	 
K01465 
	Mycoplasma hyopneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma hyopneumoniae;;;;;Mycoplasma hyopneumoniae
	2.8.1.13 (100%)
	1
	124508.9387
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 89
	EGGMVYDTR
	 
K01468
	Methanomicrobiales archaeon
	Archaea;;;;Euryarchaeota;;;Methanomicrobia;;;Methanomicrobiales;;;;;;;;;;;;Methanomicrobiales archaeon;;;;Methanomicrobiales archaeon
	2.8.1.4 (100%)
	61065.6972
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 90
	LHIVPFTDLQK
	 
K01488
	Bacillales
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;;;;;;;;;;;;;;Bacillales
	2.8.1.4 (100%)
	1
	1
	149437.6961
	NA
	NA
	NA
	NA
	NA
	NA

	Var 91
	LETVEQVR
	 
K01489
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	2.8.1.6 (100%)
	34174472.6
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 92
	LDEGVSVLR
	NA
	Neisseria meningitidis
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;Neisseria;;;;Neisseria meningitidis;;;;;Neisseria meningitidis
	3.1.-.- (100%)
	1
	52124.2982
	1
	18337
	14.162
	2.50E-08
	0.05
	1
	0.0018667

	Var 93
	SGIFGTSRPVTDVAMHTVK
	 
K10026
	Agrobacterium tumefaciens complex
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;Rhizobiaceae;;;;Agrobacterium;;Agrobacterium tumefaciens complex;;;;;;;Agrobacterium tumefaciens complex
	3.1.-.- (100%)
	1
	1
	340281.4096
	NA
	NA
	NA
	NA
	NA
	NA

	Var 94
	NVFIFLHGFGSEYASFSR
	K11699  
	Mycoplasma genitalium G37
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma genitalium;;Mycoplasma genitalium G37;;Mycoplasma genitalium G37
	3.1.-.- (100%)
	140947.4819
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 95
	EADLIQDELEK
	 
K00878 
	Buchnera aphidicola str. APS (Acyrthosiphon pisum)
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Erwiniaceae;;;;Buchnera;;;;Buchnera aphidicola;;Buchnera aphidicola str. APS (Acyrthosiphon pisum);;Buchnera aphidicola str. APS (Acyrthosiphon pisum)
	3.1.11.5 (100%)
	279986.3558
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 96
	HCETLLSAAENR
	NA
	Rhizobiaceae
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;Rhizobiaceae;;;;;;;;;;;;Rhizobiaceae
	3.1.11.6 (100%)
	115848.8134
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 97
	AVIMETPK
	 
K01619
	Natranaerobius thermophilus JW/NM-WN-LF
	Bacteria;;;;Firmicutes;;;Clostridia;;;Natranaerobiales;;;;Natranaerobiaceae;;;;Natranaerobius;;;;Natranaerobius thermophilus;;Natranaerobius thermophilus JW/NM-WN-LF;;;Natranaerobius thermophilus JW/NM-WN-LF
	3.1.21.2 (100%)
	1
	1
	5219404.697
	NA
	NA
	NA
	NA
	NA
	NA

	Var 98
	LMGIPTPVR
	 
K01736 
	Streptococcus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Lactobacillales;;;;Streptococcaceae;;;;Streptococcus;;;;;;;;Streptococcus
	3.1.25.- (100%)
	50719.40249
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 99
	VTEAGAMAAGR
	K21948 
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	3.1.3.11 (100%)
	1
	2479856.858
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 100
	MDPNGGSGSEPQSR
	NA
	Yersinia pseudotuberculosis
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Yersiniaceae;;;;Yersinia;;Yersinia pseudotuberculosis complex;;Yersinia pseudotuberculosis;;;;Yersinia pseudotuberculosis
	3.1.5.1 (100%)
	225345.5662
	1
	1
	1.26E-07
	-22.923
	1.96E-05
	0.05
	1
	0.0024167

	Var 101
	GLPILITENGAAMR
	 
K05083  
	Paenibacillus polymyxa
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Paenibacillaceae;;;;Paenibacillus;;;;Paenibacillus polymyxa;;;;;Paenibacillus polymyxa
	3.2.1.21 (100%)
	1
	11924.52794
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 102
	YLYQNVK
	 
K05895  
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	3.2.1.23 (100%)
	32401941.76
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 103
	TGQTAYTQYK
	 
K01869
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	3.2.1.96 (100%)
	1
	36103.45735
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 104
	SEYIIGIAR
	NA
	Bacilli
	Bacteria;;;;Firmicutes;;;Bacilli;;;;;;;;;;;;;;;;;;;Bacilli
	3.2.2.21 (100%);4.2.99.18 (3%)
	744784.7145
	1
	1
	3.16E-06
	-18.274
	3.26E-08
	0.001
	1
	0.002

	Var 105
	AEYTIDTSR
	K01685
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	3.2.2.21 (67%);3.2.2.- (33%)
	1
	305657.6856
	1
	15786
	13.946
	3.80E-08
	0.002
	1
	0.0019167

	Var 106
	NAYPNFSK
	 
K01834 
	Mycoplasma hyopneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma hyopneumoniae;;;;;Mycoplasma hyopneumoniae
	3.2.2.27 (100%)
	1
	15786.29177
	1
	117150
	16.838
	1.33E-05
	3.00E-03
	1
	5.00E-04

	Var 107
	LVLADAISYAAK
	 
K01681
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	3.4.11.1 (100%);3.4.11.10 (100%)
	1
	161204.5181
	1
	1.26E-05
	-16.282
	1.86E-08
	0.004
	1
	0.0016833

	Var 108
	WLEVPTVFHK
	 
K00140
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	3.4.19.3 (100%)
	79671.10035
	1
	1
	102260
	16.642
	1.20E-06
	0.005
	1
	0.0013167

	Var 109
	ALQSVPSFLK
	K03164    
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	3.4.21.- (100%)
	1
	1
	213576.92
	0.050992
	-4.2936
	0.0014155
	0.006
	1
	0.00091667

	Var 110
	CSAAFNVTK
	 
K01803 
	Streptomycetaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;;;;;;;;;;Streptomycetaceae
	3.4.21.- (82%);3.4.21.82 (18%)
	1
	1
	61545816.5
	71112
	16.118
	1.29E-06
	0.007
	1
	0.00033333

	Var 111
	GAFVSQVMPNSSAAK
	K01804 
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	3.4.21.107 (100%);3.4.21.- (0%)
	1
	102258.6177
	1
	1.07E-06
	-19.829
	3.02E-09
	0.008
	1
	0.00225

	Var 112
	AAPAVVNVYNR
	NA
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	3.4.21.107 (99%);3.4.21.- (1%);1.3.1.74 (0%)
	1044771.542
	53274.94567
	1
	6.36E-06
	-17.264
	4.31E-08
	0.009
	1
	0.0014167

	Var 113
	IIILGDEIDDNK
	NA
	Tenericutes
	Bacteria;;;;Tenericutes;;;;;;;;;;;;;;;;;;;;;;;Tenericutes
	3.4.21.92 (100%)
	1
	71112.16103
	1
	308070
	18.233
	5.22E-08
	0.01
	1
	0.0013333

	Var 114
	SGSPDIDK
	
K10047 
	Salmonella enterica
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Salmonella;;;;Salmonella enterica;;;;Salmonella enterica
	3.4.22.- (100%)
	157352.191
	1
	1
	1.50E-05
	-16.023
	1.10E-12
	0.011
	1
	0.0023333

	Var 115
	TENGDNGVR
	 
K07560
	Clostridium acetobutylicum ATCC 824
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Clostridiaceae;;;;Clostridium;;;;Clostridium acetobutylicum;;Clostridium acetobutylicum ATCC 824;;;Clostridium acetobutylicum ATCC 824
	3.4.24.78 (100%)
	1
	1
	1074324.498
	171100
	17.385
	1.99E-05
	0.012
	1
	0.00091667

	Var 116
	EAACGCAGSYTAHASIELYAEVFENEGK
	NA
	Aliivibrio
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Vibrionales;;;;Vibrionaceae;;;;Aliivibrio;;;;;;;;;Aliivibrio
	3.5.2.3 (100%)
	1
	22354.27198
	1
	1186300
	20.178
	0.00017931
	0.013
	1
	0.00145

	Var 117
	AASDAELEAGLTR
	 
K01255 
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;;Streptomyces
	3.5.2.7 (100%)
	1
	1
	1340524.712
	0.31482
	-1.6674
	0.80779
	0.014
	0.6
	0

	Var 118
	AAEAEFGTVLR
	 
K01875 
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;;Streptomyces
	3.5.4.4 (89%);3.5.4.- (5%);3.5.4.40 (5%)
	1
	308067.6806
	1
	8.12E-06
	-16.909
	1.75E-09
	0.015
	1
	0.001

	Var 119
	LGDLLPDAFGLDDLPR
	 
K01183
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;;Mycobacterium tuberculosis complex
	3.5.4.5 (100%)
	1
	1
	512011.1632
	6.23E-06
	-17.293
	1.27E-08
	0.016
	1
	0.0020833

	Var 120
	LIGLVEIAIDYPEYEDEK
	 
K01885 
	Mycoplasma
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;;;;;;Mycoplasma
	3.6.-.- (100%)
	1
	1
	54642.03187
	38008
	15.214
	2.48E-06
	0.017
	1
	0.0025

	Var 121
	QTMFALATAPFNSAIHIIR
	K00541
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	3.6.-.- (100%)
	1
	1
	1028464.199
	2.28E-06
	-18.745
	1.47E-07
	0.018
	1
	0.0013667

	Var 122
	FMETLVIPNIK
	NA
	Ruminococcus
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Oscillospiraceae;;;;Ruminococcus;;;;;;;;Ruminococcus
	3.6.1.- (100%)
	277632.7888
	1
	1
	93676
	16.515
	4.84E-07
	0.019
	1
	0.0018667

	Var 123
	GVQSLEWAK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;Mycoplasma pneumoniae
	3.6.1.1 (100%)
	727435.1687
	1
	1
	5.37
	2.4249
	0.66154
	0.02
	0.6
	0

	Var 124
	LAAGLGADNALSADAMER
	NA
	Cronobacter
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Cronobacter;;;;;;;;Cronobacter
	3.6.1.40 (100%)
	102860.1441
	1
	1
	33135
	15.016
	9.33E-08
	0.021
	1
	0.0011833

	Var 125
	AQAGVALVPR
	 
K00265
	Enterobacterales
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;;;;;;;;;;;;;;Enterobacterales
	3.6.1.9 (100%)
	1
	1
	574753.0599
	60566
	15.886
	3.12E-06
	0.022
	1
	0.00245

	Var 126
	GVDLDIAPGEFVALLGASGSGK
	K01868
	Nocardia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Nocardiaceae;;;;Nocardia;;;;;;;;Nocardia
	3.6.3.- (50%);7.6.2.14 (50%)
	66594.11461
	1
	1
	29832
	14.865
	2.05E-07
	0.023
	1
	0.0024667

	Var 127
	VLLVEVEGR
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	3.6.3.16 (83%);3.6.1.- (13%);3.6.3.- (7%)
	422670.8651
	1
	1
	204730
	17.643
	6.23E-09
	0.024
	1
	0.0010833

	Var 128
	GLINIIIGPR
	 
K02233 
	Chlamydia
	Bacteria;;;;Chlamydiae;;;Chlamydiia;;;Chlamydiales;;;;Chlamydiaceae;;;;Chlamydia;;;;;;;;;Chlamydia
	3.6.4.- (100%)
	1
	171102.6786
	1
	43570
	15.411
	3.11E-06
	0.025
	1
	0.0014167

	Var 129
	VGALSSPLR
	NA
	Cyanobacteria
	Bacteria;;;;Cyanobacteria;;;;;;;;;;;;;;;;;;;;;;Cyanobacteria
	3.6.4.12 (100%)
	3246961.827
	1022210.447
	1
	105820
	16.691
	1.28E-05
	0.026
	1
	0.00125

	Var 130
	IIVELSDTR
	NA
	Campylobacter jejuni
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Campylobacteraceae;;;;Campylobacter;;;;Campylobacter jejuni;;;;;Campylobacter jejuni
	3.6.4.12 (100%)
	1
	80025.9251
	1
	1.19E-06
	-19.686
	3.64E-08
	0.027
	1
	0.00083333

	Var 131
	LIVTDASGNPVLIR
	K01056 
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	3.6.4.8 (67%);3.6.4.6 (33%)
	123084.9114
	1
	1
	1.36E-06
	-19.488
	3.95E-06
	0.028
	1
	0.0015833

	Var 132
	VSVLDADGAPR
	NA
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;Streptomyces
	4.1.1.20 (100%)
	1015741.315
	1
	1
	1.32E-06
	-19.532
	9.75E-07
	2.90E-02
	1
	9.00E-04

	Var 133
	NLDLIVANDVK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	4.1.1.36 (100%);6.3.2.5 (100%)
	160602.4192
	1
	1
	1.61E-05
	-15.923
	3.95E-12
	0.03
	1
	0.0011667

	Var 134
	ILIGVGGGIAAYK
	 
K05601 
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	4.1.1.36 (100%);6.3.2.5 (100%)
	439232.2382
	1
	1
	7.14E-06
	-17.096
	1.25E-08
	0.031
	1
	0.0019167

	Var 135
	LDDQNAHK
	K03782
	Campylobacter
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Campylobacteraceae;;;;Campylobacter;;;;;;;;;Campylobacter
	4.1.1.37 (100%)
	1
	1
	354015.845
	4.80E-06
	-17.67
	1.94E-07
	0.032
	1
	0.00075

	Var 136
	GHAYSVEELLK
	 
K01954 
	Campylobacter
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Campylobacteraceae;;;;Campylobacter;;;;;;;;;Campylobacter
	4.1.1.65 (100%)
	1
	33134.98075
	1
	18696
	14.19
	7.82E-08
	0.033
	1
	0.00066667

	Var 137
	VATVAGFPHGK
	 
K03438 
	Corynebacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Corynebacteriaceae;;;;Corynebacterium;;;;;;;;;Corynebacterium
	4.1.2.4 (100%)
	1
	60565.80205
	1
	1.27E-06
	-19.589
	3.80E-06
	0.034
	1
	0.0026167

	Var 138
	TVAEMIDAFADAR
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	4.1.3.36 (100%)
	1
	16872.44217
	1
	1.12E-05
	-16.445
	7.35E-09
	0.035
	1
	0.0021667

	Var 139
	IAAAEAAGCDSFMDLSTGGDIDEMR
	K01425 
	Thermoanaerobacteraceae
	Bacteria;;;;Firmicutes;;;Clostridia;;;Thermoanaerobacterales;;;;Thermoanaerobacteraceae;;;;;;;;;;;;;Thermoanaerobacteraceae
	4.1.99.17 (67%);4.1.99.- (33%);4.1.99.23 (33%)
	1
	29831.8008
	1
	29320
	14.84
	8.89E-09
	3.60E-02
	1
	5.00E-04

	Var 140
	EHEGEYVR
	K01951
	Cyanobacteria
	Bacteria;;;;Cyanobacteria;;;;;;;;;;;;;;;;;;;;;;;Cyanobacteria
	4.2.1.1 (100%)
	1
	1
	359036.6003
	47470
	15.535
	7.23E-07
	0.037
	1
	0.0019167

	Var 141
	HQSVIAPVAK
	 
K00818
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	4.2.1.10 (100%)
	1
	43570.35225
	1
	820910
	19.647
	4.89E-10
	0.038
	1
	0.0019167

	Var 142
	SDDLVELVETYAK
	 
K01155 
	Salmonella
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Salmonella;;;;;;;;;Salmonella
	4.2.1.3 (100%);4.2.1.99 (1%)
	1
	1
	277154.7023
	2.72E-06
	-18.486
	6.57E-07
	0.039
	1
	0.001

	Var 143
	EDPQAYISLAK
	K10747 
	Alkalihalobacillus clausii
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Alkalihalobacillus;;;;Alkalihalobacillus clausii;;;;;Alkalihalobacillus clausii
	4.2.1.49 (100%)
	1
	105820.5051
	1
	21422
	14.387
	1.52E-07
	0.04
	1
	0.0016667

	Var 144
	FLAGTAYLDGERPSLVMAR
	NA
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	4.2.2.24 (100%)
	1
	96645.46484
	1
	5.45E-07
	-20.807
	8.97E-06
	0.041
	1
	0.0019167

	Var 145
	RPELIQEGAK
	 
K03785 
	Listeria welshimeri serovar 6b str. SLCC5334
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Listeriaceae;;;;Listeria;;;;Listeria welshimeri;;Listeria welshimeri serovar 6b str. SLCC5334;;;Listeria welshimeri serovar 6b str. SLCC5334
	4.3.2.10 (100%)
	1
	1
	4921766.329
	6.33E-06
	-17.269
	1.62E-08
	0.042
	1
	0.0022833

	Var 146
	IVADGDVLAFCENMER
	NA
	Neisseria
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;Neisseria;;;;;;;;;Neisseria
	4.3.99.3 (100%)
	1
	1
	338014.6189
	40125
	15.292
	2.79E-07
	0.043
	1
	0.0017

	Var 147
	QAMAEDAVR
	 
K00972 
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;Mycobacterium tuberculosis complex
	5.1.1.1 (100%)
	735065.793
	1
	1
	57761
	15.818
	6.20E-06
	0.044
	1
	0.00066667

	Var 148
	LSGGAGADTFVFSAR
	NA
	Azotobacter vinelandii
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Pseudomonadales;;;;Pseudomonadaceae;Azotobacter group;;;Azotobacter;;;;Azotobacter vinelandii;;;;;Azotobacter vinelandii
	5.1.3.37 (100%)
	1
	96832.56036
	1
	37300
	15.187
	3.58E-08
	0.045
	1
	0.0015

	Var 149
	SAVENLTATR
	 
K00566 
	Micrococcaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micrococcales;;;;Micrococcaceae;;;;;;;;;;;;Micrococcaceae
	5.2.1.8 (100%)
	62139.71623
	1
	1
	9972.8
	13.284
	1.98E-09
	0.046
	1
	0.0014167

	Var 150
	ALGDEELIK
	 
K00101 
	Campylobacter jejuni
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Campylobacteraceae;;;;Campylobacter;;;;Campylobacter jejuni;;;;;Campylobacter jejuni
	5.3.1.1 (100%)
	1
	137353.1682
	1
	0.13232
	-2.9179
	0.10303
	0.047
	0.85
	0.00025

	Var 151
	QVAIHSAEMVDYLNNTGK
	 
K15950
	Bifidobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Bifidobacteriales;;;;Bifidobacteriaceae;;;;Bifidobacterium;;;;;;;;;Bifidobacterium
	5.3.1.4 (100%)
	1
	1
	5456423.99
	8.01E-06
	-16.93
	1.68E-10
	0.048
	1
	0.0014167

	Var 152
	FLDGAHAMDNHFR
	 
K13074
	Hyphomicrobiales
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;;;;;;;;;;;;;Hyphomicrobiales
	5.3.1.9 (100%)
	140129.9393
	1
	1
	165100
	17.333
	7.21E-06
	0.049
	1
	0.00058333

	Var 153
	ELSLENIR
	 
K18088   
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	5.4.2.10 (100%)
	208519.308
	1
	1
	7.55E-06
	-17.016
	8.91E-10
	0.05
	1
	0.0013333

	Var 154
	TLWIVLDEMDQMWIPVESSWR
	 
K00075 
	Nitrosospira multiformis ATCC 25196
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Nitrosomonadales;;;;Nitrosomonadaceae;;;;Nitrosospira;;;;Nitrosospira multiformis;;Nitrosospira multiformis ATCC 25196;;;Nitrosospira multiformis ATCC 25196
	5.4.2.11 (100%)
	1
	18696.1075
	1
	29340
	14.841
	1.02E-07
	0.001
	1
	0.0015

	Var 155
	TDIGAVSLGK
	 
K00254 
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;Mycobacterium
	5.4.99.- (88%);5.4.99.22 (13%)
	788399.9264
	1
	1
	1.07E-05
	-16.513
	1.44E-08
	0.002
	1
	0.00335

	Var 156
	GGHGVTGFDMK
	NA
	Chlamydia pneumoniae
	Bacteria;;;;Chlamydiae;;;Chlamydiia;;;Chlamydiales;;;;Chlamydiaceae;;;;Chlamydia;;;;Chlamydia pneumoniae;;;;;Chlamydia pneumoniae
	5.6.2.2 (100%)
	1
	1
	164745.733
	51370
	15.649
	1.16E-06
	0.003
	1
	0.0014167

	Var 157
	YHPHGDASIYDAIVR
	 
K15984
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	5.6.2.2 (100%)
	1
	29319.59227
	1
	2.13E-06
	-18.84
	1.82E-06
	0.004
	1
	0.0015

	Var 158
	QVCVISNLK
	NA
	Campylobacter
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Campylobacteraceae;;;;Campylobacter;;;;;;;;;Campylobacter
	6.1.1.10 (100%)
	1
	47470.39886
	1
	124990
	16.931
	3.59E-09
	0.005
	1
	0.00275

	Var 159
	TNTIQVTCK
	 
K01946 
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;Mycoplasma pneumoniae
	6.1.1.12 (100%)
	367076.7447
	1
	1
	13112
	13.679
	6.54E-09
	0.006
	1
	0.0012833

	Var 160
	IHENLLMQAK
	 
K15520
	Mycoplasma mobile 163K
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma mobile;;Mycoplasma mobile 163K;;;Mycoplasma mobile 163K
	6.1.1.15 (100%)
	1
	21422.49892
	1
	2.15E-05
	-15.506
	1.58E-11
	0.007
	1
	0.0014167

	Var 161
	QALVEDMGIKPR
	 
K00688
	Micrococcaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micrococcales;;;;Micrococcaceae;;;;;;;;;;;;;Micrococcaceae
	6.1.1.17 (100%)
	1
	78465.73065
	1
	6.12E-06
	-17.319
	1.84E-08
	0.008
	1
	0.0013333

	Var 162
	QYVGPPLADGVK
	 
K05966 
	Candidatus Solibacter usitatus
	Bacteria;;;;Acidobacteria;;;Acidobacteriia;;;Bryobacterales;;;;Solibacteraceae;;;;Candidatus Solibacter;;;;Candidatus Solibacter usitatus;;;;;Candidatus Solibacter usitatus
	6.1.1.20 (100%)
	1
	1
	2651686.564
	4.70E-06
	-17.7
	4.34E-08
	0.009
	1
	0.0014167

	Var 163
	AEFGPSAR
	 
K00820 
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	6.1.1.20 (100%)
	1
	1
	18933345.54
	44773
	15.45
	5.42E-07
	0.01
	1
	0.0021667

	Var 164
	EFVDIDEDAK
	 
K00851
	Thermoanaerobacteraceae
	Bacteria;;;;Firmicutes;;;Clostridia;;;Thermoanaerobacterales;;;;Thermoanaerobacteraceae;;;;;;;;;;;;;Thermoanaerobacteraceae
	6.1.1.20 (100%)
	1
	57761.0991
	1
	1.87E-05
	-15.704
	9.93E-10
	0.011
	1
	0.0021167

	Var 165
	GFNTEVYHQAAK
	 
K00876 
	Nocardiopsaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptosporangiales;;;;Nocardiopsaceae;;;;;;;;;;;;;Nocardiopsaceae
	6.1.1.21 (100%)
	1
	9972.764385
	1
	2.26E-06
	-18.758
	6.56E-08
	0.012
	1
	0.0025667

	Var 166
	EYLAGHGFLEVETPMLTK
	K00849
	Hydrogenothermaceae
	Bacteria;;;;Aquificae;;;Aquificae;;;Aquificales;;;;Hydrogenothermaceae;;;;;;;;;;;;;Hydrogenothermaceae
	6.1.1.23 (100%)
	1
	1
	504845.1697
	9.70E-06
	-16.654
	1.37E-09
	0.013
	1
	0.0018333

	Var 167
	LPMILVLGDDEVVK
	NA
	Campylobacter
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Campylobacteraceae;;;;Campylobacter;;;;;;;;Campylobacter
	6.1.1.3 (100%)
	680405.1818
	90032.0752
	1
	44409
	15.439
	2.67E-08
	0.014
	1
	0.0016667

	Var 168
	IGGDAFGVYQQGEFEDLCK
	K09903
	Helicobacter pylori
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Helicobacteraceae;;;;Helicobacter;;;;Helicobacter pylori;;;;Helicobacter pylori
	6.1.1.3 (100%)
	124897.8788
	1
	1
	121770
	16.894
	7.85E-07
	0.015
	1
	0.00066667

	Var 169
	NSGLDVADR
	 
K00945 
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	6.1.1.5 (100%)
	1
	165103.2936
	1
	151910
	17.213
	3.19E-07
	0.016
	1
	0.0014833

	Var 170
	QNLEFVFNGR
	NA
	Mycoplasma hominis
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma hominis;;;;Mycoplasma hominis
	6.1.1.6 (100%)
	132515.436
	1
	1
	662870
	19.338
	9.55E-07
	0.017
	1
	0.00175

	Var 171
	TGVSLELMR
	 
K01000
	Nocardia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Nocardiaceae;;;;Nocardia;;;;;;;;;Nocardia
	6.1.1.6 (100%);2.3.2.3 (4%)
	1
	29340.27983
	1
	9.20E-06
	-16.731
	1.39E-10
	0.018
	1
	0.00091667

	Var 172
	ILIADLSK
	K03581 
	Tropheryma whipplei
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micrococcales;;;;Tropherymataceae;;;;Tropheryma;;;;Tropheryma whipplei;;;;;Tropheryma whipplei
	6.1.1.7 (100%)
	1
	1
	511456.2621
	1.74E-06
	-19.133
	1.42E-06
	0.019
	1
	0.0017

	Var 173
	ATGDIGYFR
	NA
	Chlamydia muridarum
	Bacteria;;;;Chlamydiae;;;Chlamydiia;;;Chlamydiales;;;;Chlamydiaceae;;;;Chlamydia;;;;Chlamydia muridarum;;;;;Chlamydia muridarum
	6.1.1.7 (100%)
	1
	51370.1793
	1
	20544
	14.326
	8.55E-13
	0.02
	1
	0.0015

	Var 174
	EQSGGTITK
	 
K01188 
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	6.1.1.9 (100%)
	469373.9499
	1
	1
	1141600
	20.123
	1.47E-07
	0.021
	1
	0.00275

	Var 175
	LEAVFGDSPLVR
	 
K01227
	Mycobacteriaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;;;;;;;;;;Mycobacteriaceae
	6.2.1.- (50%);6.2.1.3 (43%);1.2.1.- (14%)
	1
	124992.121
	1
	1.09E-05
	-16.483
	6.52E-10
	0.022
	1
	0.0016

	Var 176
	LDGNNAAR
	 
K03648 
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	6.2.1.5 (100%)
	1
	417594.8853
	1
	9.17E-06
	-16.735
	2.10E-08
	0.023
	1
	0.0025833

	Var 177
	WDIRPSPQLGTVEVR
	 
K01524 
	Mycobacteriaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;;;;;;;;;;Mycobacteriaceae
	6.3.2.2 (100%)
	1
	13112.00666
	1
	8.04E-07
	-20.247
	4.31E-06
	0.024
	1
	0.00073333

	Var 178
	AGIVFSGTSPDGK
	 
K01513 
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;;Streptomyces
	6.3.4.2 (100%)
	1
	1
	1411328.304
	8.39E-06
	-16.863
	8.83E-08
	0.025
	1
	0.00225

	Var 179
	ALNHAVSLGMAK
	 
K01613
	Gammaproteobacteria
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;;;;;;;;;;;;;;;;;Gammaproteobacteria
	6.3.4.20 (99%);6.3.-.- (1%)
	46528.6695
	1
	1
	95586
	16.545
	8.09E-06
	0.026
	1
	0.00083333

	Var 180
	VGIDGDDLELYGNYK
	 
K01619 
	Streptococcus equi subsp. zooepidemicus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Lactobacillales;;;;Streptococcaceae;;;;Streptococcus;;Streptococcus dysgalactiae group;;Streptococcus equi;Streptococcus equi subsp. zooepidemicus;;;Streptococcus equi subsp. zooepidemicus
	6.3.4.3 (100%)
	163479.3001
	1
	1
	10125
	13.306
	4.47E-10
	0.027
	1
	0.00058333

	Var 181
	ALDPQQVVEEVLTQAEGFK
	 
K01672
	Nocardiaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Nocardiaceae;;;;;;;;;;;;;Nocardiaceae
	6.3.4.4 (100%)
	1
	1
	1558121.713
	7.98E-07
	-20.257
	8.42E-06
	0.028
	1
	0.0029333

	Var 182
	YVCDTSVVLNDALDEGR
	
K13832
	Bacillales
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;;;;;;;;;;;;;Bacillales
	6.3.4.4 (100%)
	212968.7121
	1
	1
	2.88E-06
	-18.408
	3.14E-07
	0.029
	1
	0.00025

	Var 183
	MVLHGGSAVVNGR
	 
K18198
	Nocardia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Nocardiaceae;;;;Nocardia;;;;;;;;Nocardia
	6.3.4.5 (100%)
	113449.0061
	1
	1
	323620
	18.304
	2.53E-05
	0.03
	1
	0.0020333

	Var 184
	QAAVLTSGGQVHQETR
	 
K01663 
	Mycobacteriaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;;;;;;;;;;Mycobacteriaceae
	6.3.5.- (100%)
	1
	44772.53128
	1
	17592
	14.103
	8.54E-08
	0.031
	1
	0.0014167

	Var 185
	AITSIDGMTADFAK
	 
K10026
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	6.3.5.2 (100%)
	53395.98763
	1
	1
	7.21E-06
	-17.081
	2.24E-08
	0.032
	1
	0.00058333

	Var 186
	FHEEDTHIIMK
	 
K01775 
	Neisseriaceae
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;;;;;;;;;Neisseriaceae
	6.3.5.3 (100%)
	443415.7301
	1
	1
	9.48E-06
	-16.686
	2.96E-10
	0.033
	1
	0.0015833

	Var 187
	FHHVNDTSVEGLAHK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;Bacillus
	6.3.5.5 (100%)
	103120.6151
	1
	1
	36406
	15.152
	2.07E-06
	0.034
	1
	0.0019167

	Var 188
	YGLIACASSLDQGGPCAR
	NA
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	6.3.5.7 (100%)
	1
	44409.20382
	1
	1.91E-06
	-19.001
	2.12E-06
	0.035
	1
	0.00091667

	Var 189
	EVPNTLFQMLLR
	 
K01876 
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	6.4.1.1 (100%)
	1
	121767.2682
	1
	54527
	15.735
	1.65E-07
	0.036
	1
	0.0019167

	Var 190
	AGLIAELFAAATDVEQTFLR
	 
K01873
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;;Mycobacterium
	6.5.1.1 (100%)
	1
	151912.6449
	1
	7.95E-06
	-16.941
	6.85E-09
	0.037
	1
	0.0032833

	Var 191
	VGMEWALK
	K01938 
	Mycoplasma
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;;;;;Mycoplasma
	7.-.-.- (92%);3.6.3.- (8%)
	108741.5609
	1
	1
	52124
	15.67
	6.47E-07
	0.038
	1
	0.0034833

	Var 192
	IASTQNIDELVEQICK
	 
K01940 
	Mycoplasma
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;;;;;Mycoplasma
	7.-.-.- (92%);3.6.3.- (8%)
	273670.7298
	1
	1961301.145
	1.34E-06
	-19.506
	1.10E-07
	0.039
	1
	0.0028667

	Var 193
	MDADAEVLLK
	 
K01954
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	7.5.2.7 (100%)
	1
	20543.60871
	1
	22354
	14.448
	4.53E-08
	0.04
	1
	0.0023333

	Var 194
	DEGLLLDTSIR
	K01958 
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	7.5.2.7 (100%)
	1
	1141641.021
	1
	3.60E-06
	-18.083
	2.54E-07
	0.041
	1
	0.0019167

	Var 195
	VALAPLCDR
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	7.6.2.- (100%)
	91602.0598
	1
	1
	1.37E-06
	-19.472
	3.03E-10
	0.042
	1
	0.0015833

	Var 196
	SAIQNLSGGQK
	NA
	Mycoplasma mobile 163K
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma mobile;;Mycoplasma mobile 163K;;;Mycoplasma mobile 163K
	7.6.2.11 (100%)
	1
	379151.7486
	1
	64724
	15.982
	4.55E-06
	0.043
	1
	0.00245

	Var 197
	DENGLTALMFSAQSGYK
	NA
	Methanosarcina flavescens
	Archaea;;;;Euryarchaeota;;;Methanomicrobia;;;Methanosarcinales;;;;Methanosarcinaceae;;;;Methanosarcina;;;;Methanosarcina flavescens;;;;;Methanosarcina flavescens
	NA
	1
	1
	3519741.552
	16867
	14.042
	2.91E-07
	0.044
	1
	0.0029

	Var 198
	TNDYGETNK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	NA
	321151.845
	1
	1
	1689500
	20.688
	4.59E-05
	4.50E-02
	1
	5.00E-04

	Var 199
	LTVDLTGK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	NA
	9798871.328
	1
	1
	1.10E-05
	-16.477
	1.59E-08
	0.046
	1
	0.0016667

	Var 200
	NLIVVTAPGPGSGK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	NA
	144986.4561
	1
	1
	24665
	14.59
	6.00E-09
	0.047
	1
	0.0020833

	Var 201
	IGEDVILVR
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	NA
	1393412.974
	1
	1
	32121
	14.971
	4.00E-07
	0.048
	1
	0.00058333

	Var 202
	IGEGHYILDGK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	NA
	219888.5136
	1
	1
	35793
	15.127
	1.12E-08
	0.049
	1
	0.002

	Var 203
	TIGEQYR
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	NA
	128663.6681
	1
	1
	58739
	15.842
	3.26E-06
	0.05
	1
	0.0015

	Var 204
	LGEASVLANIVDVNK
	NA
	Bacteria
	Bacteria;;;;;;;;;;;;;;;;;;;;;;;;;;Bacteria
	NA
	99098.28274
	1
	1
	1.07E-06
	-19.84
	5.89E-06
	0.001
	1
	0.00083333

	Var 205
	FDVFAGDTPSGR
	NA
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;;Actinomycetia
	NA
	1
	1
	111888.1314
	1.03E-05
	-16.561
	6.07E-11
	0.002
	1
	0.0013833

	Var 206
	VGQISAVIR
	NA
	Actinomycetia
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;;;;;;;;;;;;;;;;;Actinomycetia
	NA
	186848.4066
	1
	1
	0.030842
	-5.019
	0.019345
	0.003
	0.95
	0.00091667

	Var 207
	MIVPVAANVQASR
	NA
	Bifidobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Bifidobacteriales;;;;Bifidobacteriaceae;;;;Bifidobacterium;;;;;;;;Bifidobacterium
	NA
	108153.7725
	1
	1
	6.19E-07
	-20.623
	3.48E-06
	0.004
	1
	0.00175

	Var 208
	ADLELEPGR
	NA
	Mycobacteriaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;;;;;;;;;;Mycobacteriaceae
	NA
	1
	42244.54751
	1
	1.33E-05
	-16.198
	1.04E-14
	0.005
	1
	0.001

	Var 209
	LTVADVVAEAR
	NA
	Mycobacteriaceae
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;;;;;;;;;;Mycobacteriaceae
	NA
	1
	784502.6994
	1
	60457
	15.884
	3.30E-06
	0.006
	1
	0.0014167

	Var 210
	RPPPMPSANR
	NA
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;;Mycobacterium
	NA
	1
	1
	102614.6021
	307330
	18.229
	1.12E-05
	0.007
	1
	0.00091667

	Var 211
	AMAAAVVAK
	NA
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;Mycobacterium
	NA
	242736.445
	1
	1
	87163
	16.411
	6.96E-07
	0.008
	1
	0.0016667

	Var 212
	DLGIPLEVGK
	NA
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;Mycobacterium
	NA
	322920.0732
	1
	1
	241680
	17.883
	3.18E-06
	0.009
	1
	0.00083333

	Var 213
	VVVGLSAEETAAAVGSTTGAVR
	NA
	Mycobacterium
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;;;;;;;Mycobacterium
	NA
	9764661.9
	1
	1
	4.25E-06
	-17.844
	5.48E-07
	0.01
	1
	0.0015

	Var 214
	LSTAYQQALAHR
	NA
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;;Mycobacterium tuberculosis complex
	NA
	1
	78691.96489
	1
	0.053825
	-4.2156
	0.36379
	0.011
	0.7
	-0.00033333

	Var 215
	LGEMCSLAGIAMK
	NA
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;;Mycobacterium tuberculosis complex
	NA
	1
	18337.07543
	1
	87162
	16.411
	1.33E-05
	0.012
	1
	0.00245

	Var 216
	YPNVAITR
	NA
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;Mycobacterium tuberculosis complex
	NA
	7955044.495
	1
	1
	1.59E-05
	-15.939
	1.22E-11
	0.013
	1
	0.00083333

	Var 217
	QAQTLTSALLR
	NA
	Mycobacterium tuberculosis complex
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Corynebacteriales;;;;Mycobacteriaceae;;;;Mycobacterium;;Mycobacterium tuberculosis complex;;;;;;Mycobacterium tuberculosis complex
	NA
	316930.7124
	1
	1
	56013
	15.773
	7.12E-08
	0.014
	1
	0.00125

	Var 218
	AAQESGDFER
	NA
	Salinispora
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Micromonosporales;;;;Micromonosporaceae;;;;Salinispora;;;;;;;;Salinispora
	NA
	98274.57062
	527737.9852
	1
	79743
	16.283
	4.26E-07
	0.015
	1
	0.002

	Var 219
	EATAGEDPR
	NA
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;;Streptomyces
	NA
	1
	17840.3898
	1
	1.48E-07
	-22.685
	4.63E-05
	0.016
	1
	0.00033333

	Var 220
	AEAESELAAVR
	NA
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;;Streptomyces
	NA
	1
	204734.1036
	1
	1.39E-05
	-16.14
	5.74E-09
	0.017
	1
	0.00225

	Var 221
	VATVDAQQSYAPADGVYR
	NA
	Streptomyces
	Bacteria;;;;Actinobacteria;;;Actinomycetia;;;Streptomycetales;;;;Streptomycetaceae;;;;Streptomyces;;;;;;;;Streptomyces
	NA
	843417.0564
	1
	1
	2.84E-06
	-18.426
	9.20E-08
	0.018
	1
	0.0027667

	Var 222
	VNSLLDTYLIYAGNMNPENLDVFDTR
	NA
	Bacteroidetes
	Bacteria;;;;Bacteroidetes;;;;;;;;;;;;;;;;;;;;;;Bacteroidetes
	NA
	758345.3714
	1
	1
	13861
	13.759
	1.94E-08
	0.019
	1
	0.0022

	Var 223
	TVIGPSYETLPVQEAVDR
	NA
	Bacteroidales
	Bacteria;;;;Bacteroidetes;;;Bacteroidia;;;Bacteroidales;;;;;;;;;;;;;;;;Bacteroidales
	NA
	89214.68502
	1
	1
	971690
	19.89
	0.00012401
	0.02
	1
	0.0013667

	Var 224
	ASSGQSLFFGQK
	NA
	Chlamydia
	Bacteria;;;;Chlamydiae;;;Chlamydiia;;;Chlamydiales;;;;Chlamydiaceae;;;;Chlamydia;;;;;;;;Chlamydia
	NA
	1834040.699
	1
	1
	258970
	17.982
	5.07E-05
	0.021
	1
	0.0012333

	Var 225
	EQMPCYLTR
	NA
	Cyanobacteria
	Bacteria;;;;Cyanobacteria;;;;;;;;;;;;;;;;;;;;;;;Cyanobacteria
	NA
	1
	40124.83233
	1
	170860
	17.382
	1.88E-09
	0.022
	1
	0.00125

	Var 226
	MILNADAEVR
	NA
	Nostocales
	Bacteria;;;;Cyanobacteria;;;;;;Nostocales;;;;;;;;;;;;;;;;;Nostocales
	NA
	1
	37300.48945
	1
	129760
	16.985
	1.21E-05
	0.023
	1
	0.0020833

	Var 227
	KPSLVSPK
	NA
	Prochlorococcus marinus subsp. marinus str. CCMP1375
	Bacteria;;;;Cyanobacteria;;;;;;Synechococcales;;;;Prochloraceae;;;;Prochlorococcus;;;;Prochlorococcus marinus;Prochlorococcus marinus subsp. marinus;Prochlorococcus marinus subsp. marinus str. CCMP1375;;;Prochlorococcus marinus subsp. marinus str. CCMP1375
	NA
	1
	1
	18730260.02
	1.67E-06
	-19.192
	1.09E-09
	0.024
	1
	0.0020833

	Var 228
	EGEFSEDQSR
	NA
	Synechococcaceae
	Bacteria;;;;Cyanobacteria;;;;;;Synechococcales;;;;Synechococcaceae;;;;;;;;;;;;;Synechococcaceae
	NA
	1
	64724.17895
	1
	1.21E-05
	-16.33
	1.52E-08
	0.025
	1
	0.0010833

	Var 229
	ISEALDPAQAATGN
	NA
	Thermosynechococcus elongatus BP-1
	Bacteria;;;;Cyanobacteria;;;;;;Synechococcales;;;;Synechococcaceae;;;;Thermosynechococcus;;;;Thermosynechococcus elongatus;;Thermosynechococcus elongatus BP-1;;;Thermosynechococcus elongatus BP-1
	NA
	1
	16866.9146
	1
	1.03E-05
	-16.561
	1.67E-08
	0.026
	1
	0.0013333

	Var 230
	SPEGADPLK
	NA
	Trichodesmium erythraeum IMS101
	Bacteria;;;;Cyanobacteria;;;;Oscillatoriophycideae;;Oscillatoriales;;;;Microcoleaceae;;;;Trichodesmium;;;;Trichodesmium erythraeum;;Trichodesmium erythraeum IMS101;;;Trichodesmium erythraeum IMS101
	NA
	1
	1
	765526.1378
	21269
	14.376
	1.36E-07
	0.027
	1
	0.00325

	Var 231
	LESAGVIDSR
	NA
	Firmicutes
	Bacteria;;;;Firmicutes;;;;;;;;;;;;;;;;;;;;;;;Firmicutes
	NA
	1
	1689478.665
	1
	18041
	14.139
	1.95E-07
	0.028
	1
	0.00075

	Var 232
	AMVNDIGR
	NA
	Bacilli
	Bacteria;;;;Firmicutes;;;Bacilli;;;;;;;;;;;;;;;;;;;Bacilli
	NA
	91210.35307
	1
	1
	31485
	14.942
	1.66E-07
	0.029
	1
	0.0010333

	Var 233
	YCGFAFSILK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	24664.61086
	1
	9.64E-06
	-16.662
	1.24E-08
	0.03
	1
	0.0015

	Var 234
	APAVNYYDLEVNK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	32121.23793
	1
	9.23E-06
	-16.725
	1.24E-08
	0.031
	1
	0.00058333

	Var 235
	DDDYFSASLAVR
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	35792.62245
	1
	3.24E-07
	-21.555
	1.02E-06
	0.032
	1
	0.0030167

	Var 236
	ALVNSSTSGSYDISLSDQLSVAK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	58738.55483
	1
	148380
	17.179
	2.56E-05
	0.033
	1
	0.00091667

	Var 237
	HGLLSLDDQAR
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	1
	49586.3503
	3.92E-06
	-17.96
	1.15E-07
	0.034
	1
	0.0014167

	Var 238
	FIPNPEGK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	1
	4330675.631
	63489
	15.954
	5.72E-08
	0.035
	1
	0.00165

	Var 239
	FPLGLLSDILFSLR
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	1
	656822.9899
	13.722
	3.7785
	0.019693
	3.60E-02
	0.95
	7.00E-04

	Var 240
	IIETVLGK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;;Bacillus
	NA
	1
	1
	2931370.385
	218280
	17.736
	2.74E-06
	0.037
	1
	0.00083333

	Var 241
	ASIVGDVYR
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;Bacillus
	NA
	938329.4623
	1
	1
	27240
	14.733
	1.27E-07
	0.038
	1
	0.00066667

	Var 242
	VPSVLFHYIENDLSELPK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;Bacillus
	NA
	96691.37281
	1
	1
	14133
	13.787
	6.22E-12
	0.039
	1
	0.0010333

	Var 243
	ELGIDLPVK
	NA
	Bacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;;;;;;;Bacillus
	NA
	5276379.938
	162731.9384
	19383534.44
	6.11E-06
	-17.32
	2.46E-07
	0.04
	1
	0.0020833

	Var 244
	LAPEEMSEPIIEK
	NA
	Bacillus cereus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus cereus group;;Bacillus cereus;;;;Bacillus cereus
	NA
	1614409.476
	1
	1
	1.51E-06
	-19.336
	3.99E-06
	0.041
	1
	0.0021667

	Var 245
	MGHYSHSDIEEAVK
	NA
	Bacillus subtilis group
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;;;;;Bacillus subtilis group
	NA
	75196.6694
	1
	1
	4.51E-06
	-17.757
	1.36E-07
	0.042
	1
	0.00083333

	Var 246
	EIADSCQK
	NA
	Bacillus subtilis group
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;;;;;Bacillus subtilis group
	NA
	75207.26852
	1
	1
	5.18E-06
	-17.559
	2.04E-09
	0.043
	1
	0.0023333

	Var 247
	QGEESAETEAK
	NA
	Bacillus licheniformis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus licheniformis;;;;;Bacillus licheniformis
	NA
	1
	60456.55426
	1
	4.16E-06
	-17.875
	2.78E-09
	0.044
	1
	0.001

	Var 248
	TVSLGFAGVSESDIR
	NA
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	NA
	1
	87162.9811
	1
	112180
	16.776
	5.08E-06
	0.045
	1
	0.003

	Var 249
	EAGGDLIKPNESK
	NA
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	NA
	1
	241680.1963
	1
	2.47E-07
	-21.95
	1.47E-05
	0.046
	1
	0.0017833

	Var 250
	GTALVTYTNEQLSLEK
	NA
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	NA
	1
	1
	204998.3575
	1.94E-06
	-18.973
	3.89E-06
	0.047
	1
	0.00083333

	Var 251
	INLTCSIEVFSYTEGQK
	NA
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	NA
	1
	1
	712154.3552
	29681
	14.857
	1.42E-08
	0.048
	1
	0.0014833

	Var 252
	FIEDNEIDAK
	NA
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;;Bacillus subtilis
	NA
	1
	1
	10635719.36
	47174
	15.526
	3.62E-07
	0.049
	1
	0.0025

	Var 253
	AAGADVTAVEGAGVLQLTAR
	NA
	Bacillus subtilis
	Bacteria;;;;Firmicutes;;;Bacilli;;;Bacillales;;;;Bacillaceae;;;;Bacillus;;Bacillus subtilis group;;Bacillus subtilis;;;;Bacillus subtilis
	NA
	235305.3777
	1
	1
	5.48E-06
	-17.478
	2.60E-09
	0.05
	1
	0.002

	Var 254
	ESGNLDEMK
	NA
	Lactobacillaceae
	Bacteria;;;;Firmicutes;;;Bacilli;;;Lactobacillales;;;;Lactobacillaceae;;;;;;;;;;;;Lactobacillaceae
	NA
	3785860.494
	203772.6102
	1
	332400
	18.343
	6.89E-08
	0.001388889
	1
	0.0030833

	Var 255
	AEASELNAQTEASR
	NA
	Lactobacillus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Lactobacillales;;;;Lactobacillaceae;;;;Lactobacillus;;;;;;;;;Lactobacillus
	NA
	1
	87161.97748
	1
	8.15E-07
	-20.226
	4.69E-07
	0.002777778
	1
	0.0016667

	Var 256
	IIPAYLEHAK
	NA
	Streptococcus
	Bacteria;;;;Firmicutes;;;Bacilli;;;Lactobacillales;;;;Streptococcaceae;;;;Streptococcus;;;;;;;;Streptococcus
	NA
	62808.85838
	1
	1
	7.67E-06
	-16.993
	1.63E-08
	0.004166667
	1
	0.00083333

	Var 257
	DMESFILYXR
	NA
	Streptococcus pneumoniae G54
	Bacteria;;;;Firmicutes;;;Bacilli;;;Lactobacillales;;;;Streptococcaceae;;;;Streptococcus;;;;Streptococcus pneumoniae;;Streptococcus pneumoniae G54;;;Streptococcus pneumoniae G54
	NA
	1
	56013.17616
	1
	8.08E-06
	-16.918
	4.01E-09
	0.005555556
	1
	0.001

	Var 258
	ISAPIDIAIIK
	NA
	Clostridium kluyveri
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Clostridiaceae;;;;Clostridium;;;;Clostridium kluyveri;;;;;Clostridium kluyveri
	NA
	1
	1
	3033838.954
	36424
	15.153
	4.55E-08
	0.006944444
	1
	0.0014167

	Var 259
	ESSSSSNSHDK
	NA
	Clostridium novyi NT
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Clostridiaceae;;;;Clostridium;;;;Clostridium novyi;;Clostridium novyi NT;;;Clostridium novyi NT
	NA
	1
	1
	1294671.83
	1.05E-05
	-16.538
	4.06E-08
	0.008333333
	1
	0.0011667

	Var 260
	ASVAVLDEGFAK
	NA
	Roseburia
	Bacteria;;;;Firmicutes;;;Clostridia;;;Eubacteriales;;;;Lachnospiraceae;;;;Roseburia;;;;;;;;Roseburia
	NA
	25398359.84
	1
	1
	104850
	16.678
	1.84E-05
	0.009722222
	1
	0.00025

	Var 261
	ISLDGLYQQIK
	NA
	Halothermothrix orenii H 168
	Bacteria;;;;Firmicutes;;;Clostridia;;;Halanaerobiales;;;;Halanaerobiaceae;;;;Halothermothrix;;;;Halothermothrix orenii;;Halothermothrix orenii H 168;;;Halothermothrix orenii H 168
	NA
	1
	79742.57914
	1
	9.03E-07
	-20.079
	2.59E-07
	0.011111111
	1
	0.00225

	Var 262
	AAIDFVESK
	NA
	Tepidimicrobium
	Bacteria;;;;Firmicutes;;;Tissierellia;;;Tissierellales;;;;Tissierellaceae;;;;Tepidimicrobium;;;;;;;;Tepidimicrobium
	NA
	6743490.136
	1
	1
	6.62E-06
	-17.206
	3.54E-08
	0.0125
	1
	0.0024167

	Var 263
	HFEEALEWAK
	NA
	Proteobacteria
	Bacteria;;;;Proteobacteria;;;;;;;;;;;;;;;;;;;;;;;Proteobacteria
	NA
	1
	1
	1934591.874
	44074
	15.428
	1.16E-07
	0.013888889
	1
	0.0024167

	Var 264
	QVGLMAESR
	NA
	Rhizobiaceae
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;Rhizobiaceae;;;;;;;;;;;;Rhizobiaceae
	NA
	72190.89003
	1
	1
	8.15E-06
	-16.905
	1.43E-08
	0.015277778
	1
	0.00115

	Var 265
	LPTDAENHPETR
	NA
	Agrobacterium tumefaciens
	Bacteria;;;;Proteobacteria;;;Alphaproteobacteria;;;Hyphomicrobiales;;;;Rhizobiaceae;;;;Agrobacterium;;Agrobacterium tumefaciens complex;;Agrobacterium tumefaciens;;;;Agrobacterium tumefaciens
	NA
	352292.9524
	1
	1
	159300
	17.281
	4.23E-07
	0.016666667
	1
	0.00083333

	Var 266
	EQVTGTVEIR
	NA
	Betaproteobacteria
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;;;;;;;;;;;;;;;;;;Betaproteobacteria
	NA
	1
	1
	1699863.322
	4.93E-06
	-17.629
	1.00E-07
	0.018055556
	1
	0.00145

	Var 267
	EIQLPDAVWAK
	NA
	Neisseria
	Bacteria;;;;Proteobacteria;;;Betaproteobacteria;;;Neisseriales;;;;Neisseriaceae;;;;Neisseria;;;;;;;;;Neisseria
	NA
	1
	13861.02006
	1
	6.87E-06
	-17.151
	1.29E-07
	0.019444444
	1
	0.00083333

	Var 268
	IIGLAEVR
	NA
	Gammaproteobacteria
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;;;;;;;;;;;;;;;;;;Gammaproteobacteria
	NA
	1
	971687.2932
	1
	615610
	19.232
	2.53E-09
	0.020833333
	1
	0.0023333

	Var 269
	NATYLDSSALGMLLLLR
	NA
	Gammaproteobacteria
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;;;;;;;;;;;;;;;;;;Gammaproteobacteria
	NA
	1
	258972.2552
	1
	80576
	16.298
	9.80E-08
	0.022222222
	1
	0.0015833

	Var 270
	IAGMLEEITGLR
	NA
	Gammaproteobacteria
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;;;;;;;;;;;;;;;;;;Gammaproteobacteria
	NA
	1
	170864.4582
	1
	2.46E-06
	-18.631
	8.03E-07
	0.023611111
	1
	0.00086667

	Var 271
	ASVDEINSR
	NA
	Enterobacterales
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;;;;;;;;;;;;;;Enterobacterales
	NA
	1
	129760.2701
	1
	51921
	15.664
	6.06E-07
	0.025
	1
	0.0014167

	Var 272
	AASVLVELAK
	NA
	Enterobacterales
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;;;;;;;;;;;;;Enterobacterales
	NA
	598850.5628
	1
	1
	4.32E-06
	-17.821
	4.62E-07
	0.026388889
	1
	0.0016667

	Var 273
	ETGHPGIFSR
	NA
	Enterobacteriaceae
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;;;;;;;;;Enterobacteriaceae
	NA
	82399.28984
	1
	1
	7.00E-06
	-17.124
	1.38E-07
	0.027777778
	1
	0.0025

	Var 274
	VSFSLEDAQELAGSDDK
	NA
	Enterobacteriaceae
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;;;;;;;;;Enterobacteriaceae
	NA
	96704.75904
	1
	1
	2.68E-06
	-18.511
	4.94E-08
	0.029166667
	1
	0.0011667

	Var 275
	FEFNQNNDK
	NA
	Escherichia coli
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Escherichia;;;;Escherichia coli;;;;;Escherichia coli
	NA
	1
	1
	548853.5774
	36248
	15.146
	1.02E-06
	0.030555556
	1
	0.00025

	Var 276
	GIQLASDDNMVPDSQR
	NA
	Escherichia coli
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Escherichia;;;;Escherichia coli;;;;;Escherichia coli
	NA
	1
	1
	497029.6799
	1532000
	20.547
	4.08E-08
	0.031944444
	1
	0.00058333

	Var 277
	QHETEALIPGIR
	NA
	Salmonella enterica
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Salmonella;;;;Salmonella enterica;;;;;Salmonella enterica
	NA
	1
	18040.86171
	1
	1.48E-05
	-16.042
	2.96E-10
	0.033333333
	1
	0.0013333

	Var 278
	TYLAEAQLR
	NA
	Salmonella enterica
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Enterobacterales;;;;Enterobacteriaceae;;;;Salmonella;;;;Salmonella enterica;;;;;Salmonella enterica
	NA
	1
	31484.82694
	1
	8.93E-08
	-23.416
	8.81E-07
	0.034722222
	1
	0.0013333

	Var 279
	SVMEIQLPELK
	NA
	Photobacterium profundum SS9
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Vibrionales;;;;Vibrionaceae;;;;Photobacterium;;;;Photobacterium profundum;;Photobacterium profundum SS9;;Photobacterium profundum SS9
	NA
	103711.1492
	1
	1
	124510
	16.926
	1.71E-06
	0.036111111
	1
	0.00083333

	Var 280
	FSSGENCLK
	NA
	Vibrio
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Vibrionales;;;;Vibrionaceae;;;;Vibrio;;;;;;;;;Vibrio
	NA
	1
	1
	4485075.174
	1.64E-05
	-15.898
	2.29E-10
	0.0375
	1
	0.00083333

	Var 281
	VEGDIDFTALK
	NA
	Vibrio harveyi group
	Bacteria;;;;Proteobacteria;;;Gammaproteobacteria;;;Vibrionales;;;;Vibrionaceae;;;;Vibrio;;Vibrio harveyi group;;;;;;Vibrio harveyi group
	NA
	108314.9483
	1
	1
	2.93E-08
	-25.026
	8.89E-06
	0.038888889
	1
	0.0015667

	Var 282
	TVAAIVEAVK
	NA
	Campylobacter
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Campylobacteraceae;;;;Campylobacter;;;;;;;;Campylobacter
	NA
	3081833.89
	1
	1
	7.09E-06
	-17.105
	1.16E-08
	0.040277778
	1
	0.0012333

	Var 283
	SLGSNNPYNVVR
	NA
	Helicobacteraceae
	Bacteria;;;;Proteobacteria;delta/epsilon subdivisions;;Epsilonproteobacteria;;;Campylobacterales;;;;Helicobacteraceae;;;;;;;;;;;;;Helicobacteraceae
	NA
	1
	148383.7346
	1
	41564
	15.343
	8.62E-09
	0.041666667
	1
	0.00058333

	Var 284
	FSFSAFAVVGNK
	NA
	Mycoplasma
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;;;;;Mycoplasma
	NA
	254966.3174
	1
	1
	3.57E-06
	-18.095
	4.85E-10
	0.043055556
	1
	0.0018333

	Var 285
	ADSVVNVANGYAK
	NA
	Mycoplasma gallisepticum
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma gallisepticum;;;;;Mycoplasma gallisepticum
	NA
	1
	17716.73337
	1
	8.63E-06
	-16.822
	1.40E-08
	0.044444444
	1
	0.00025

	Var 286
	FNFLMLNFR
	NA
	Mycoplasma genitalium G37
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma genitalium;;Mycoplasma genitalium G37;;;Mycoplasma genitalium G37
	NA
	1
	63488.53242
	1
	1.97E-05
	-15.63
	2.10E-10
	0.045833333
	1
	0.00058333

	Var 287
	IQINFWDQIQDIK
	NA
	Mycoplasma genitalium G37
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma genitalium;;Mycoplasma genitalium G37;;;Mycoplasma genitalium G37
	NA
	1
	218281.4572
	1
	11925
	13.542
	9.63E-10
	0.047222222
	1
	0.00175

	Var 288
	TPAEYLAEK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	NA
	1
	27240.27703
	68825.13912
	3.09E-08
	-24.95
	1.06E-08
	0.048611111
	1
	0.002

	Var 289
	GAESYFQTIFR
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	NA
	1
	14132.86605
	1
	36103
	15.14
	1.43E-08
	0.05
	1
	0.0029833

	Var 290
	AYGGSYLIAK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	NA
	1
	1
	372679.6636
	NA
	NA
	NA
	NA
	NA
	NA

	Var 291
	EIDDLLTQASLEYEQQR
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;;Mycoplasma pneumoniae
	NA
	1
	1
	187178.7615
	NA
	NA
	NA
	NA
	NA
	NA

	Var 292
	FEGIDETAIK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;Mycoplasma pneumoniae
	NA
	163583.842
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 293
	TEAVAFALQAK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;Mycoplasma pneumoniae
	NA
	661592.8671
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 294
	SLSSNELVK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;Mycoplasma pneumoniae
	NA
	221489.8478
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 295
	NGQFNATNVCGILK
	NA
	Mycoplasma pneumoniae
	Bacteria;;;;Tenericutes;;;Mollicutes;;;Mycoplasmatales;;;;Mycoplasmataceae;;;;Mycoplasma;;;;Mycoplasma pneumoniae;;;;Mycoplasma pneumoniae
	NA
	193068.8092
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA

	Var 296
	GQVLAKPGSITPLK
	NA
	Fervidobacterium islandicum
	Bacteria;;;;Thermotogae;;;Thermotogae;;;Thermotogales;;;;Fervidobacteriaceae;;;;Fervidobacterium;;;;Fervidobacterium islandicum;;;;;Fervidobacterium islandicum
	NA
	1
	1
	349715.6115
	NA
	NA
	NA
	NA
	NA
	NA



