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Supplemental Figure 2
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RNA-Protein Interaction Prediction (RPISeq)

Dobbs and Honavar Laboratories

About Protein:
Gl aete MDELOLFRGOTVLLKGKKRREAVCIVLSDDTCSDEKIRMNRVVRNNLRYRLGDVISIQPC
, PDVKYGKRIHVLPIDDTVEGITGNLFEVYLKPYFLEAYRPIRKGDIFLVRGGMRAVEFKY
Related Links VETDPSPYCIVAPDTYIHCEGEFIKREDEEESLNEVGYDDIGGCRKQLAQIKEMVELPLR
HeTarances HPALFKAIGVKPPRGILLYGPPGTGKTLIARAVANE TGAFFFLINGPEIMSKLAGESESN
: LRKAFEEAEKNAPAIIFIDELDAIAPKREKTHGEVERRIVSQLLTLMDGLKQRAHVIVMA
Funding ATNRPNSIDPALRRFGRFDREVDIGIPDATGRLEILQIHTKNMKLADDYDLEQVANETHG
Contact Us HVGADLAALCSEAALOAIRKKMDLIDLE DETIDAEVMNSLAVTMDDFRWALSQSNPSALR
ETVVEVPQVTWEDIGGLEDVKRELQELVGYPVEHPDKFLKFGMTPSKGVLFYGPPGCGKT
m LLAKAIANECQANFISIKGPELLTMWFGESEANVREIFDKARQAAPCVLFFDELDSIAKA
Dobbs Lab Software RGGMIGDGGGAADRVINQILTEMDGMSTKKNVFIGATNRPDIIDPAILRPGRLDALIY!

s - PLPDEKSRVAILKANLRKSPVAKDVDLEFLAKMTNGFSGADLTEICORACKLAIRESIES
Bioinformatics and EIRRERERQTNPSAMEVEEDDPVPEIRRDHFEEAMRFARRSVSDNDIRKYEMFAQTLOQS
Computational Biology | RGFGSFRFPSGNQGGAGPSQGSGGGTGGSVYTEDNDDDLYG
Center for RNA:

Compubskiis GUAUGGCCUCACAAGUCUUGGUCUACCCACCAUAUGUUUAUCAAACUCABUCAAGUGCTU

nisligence, Leaming & |  UUUGUAGUGUGAAGAAACU CAAAGUAGAGCCAAGCAGUUGUGUAUUCCAGGARAGARACU
_ - AUCCACGGACCUAUGUGAAUGGUAGAAACUUUGGAAAUUCUCAUCCUCCCACURAGGGUA

Discovery GUGCUUUUCAGACAAAGAUACCAUUUAAUAGACCUCGAGGACACAACUUUUCAUUGCAGA
TP —— CAAGUGCUGUUGUUUUGAAAAACACUGCAGGUGCUACAAAGGUCAUAGCAGCUCAGGCAL
Genetics, Development | AGCAAGCUCACGUGCAGGCACCUCAGAUUGGGGCOUGGCGAAACAGAUUGCAUUUCCUAG
i AAGGCCCCCAGCGAUGUGGAUUGAAGCGCAAGAGUGAGGABLUGGAUAAUCAUAGCAGCG

and Cell Biology CAAUGCAGAUUGLCGAUGAAUUGUCCAUACUUCCUGCAAUGUUGCAAACCAACAUGGGAA
AUCCAGUGACAGUUGUGACAGCUACCACAGGAUCAAAACAGAAUUGUACCACUGGAGAAG
GUGACUAUCAGUUAGUACAGCAUGAAGUCUUAUGCUCCAUGAAAAAUACUUACGAAGUCC

[ UUGAUUUUCUUGGUCGAGGCACGUUUGGCCAGGUAGUUAAAUGCUGGAAAAGAGGGACAA
M% AUGAAAUUGUAGCAAUCAAAAUUUUGAAGAAUCAUCCUUCUUAUGCCCGUCAAGGUCAAA
@m UAGAAGUGAGCAUAUUAGCAAGGCUCAGUACUGAAARAUGCUGAUGAAUAUAACUUUGUAC

Qe wff“ GAGCUUAUGAAUGCUUUCAGCACCGUAACCAUACUUGUUUAGUCUUUGAGAUGCUGGAAC
He AAAACUUGUAUGACUUUCUGAAACAAAAUAAAUUUAGUCCCCUGCCACUAAAAGUGAUUC

GGCCCAUUCUUCAACAAGUGGCCACUGCACUGAAAAAAUUGAAAAGUCUUGGUUUAALLUC
AUGCUGAUCUCAAGCCAGAGAAUAUUAUGUUGGUGGAUCCUGUUCGGCAGCCUUACAGGG
@ ¥ UUAAAGUAAUAGACUUUGGGUCGGCCAGUCAUGUAUCAAAGACUGUUUGUUCAACAUALC
o, UACAAUCUCGGUACUACAG

Interaction probabilities

Prediction using RF classifier 0.9
cue Prediction using SVM classifier 0.99




Supplemental Figure 3
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