S1
	Primer Name
	Sequnce (5' to 3')

	hsa_piR_000794
	CGGCTAGCTCAGTCGGTAGAG

	hsa_piR_014620
	TGGTCGTGGTTGTAGTCCGT

	hsa_piR_016658
	CCCCCCACTGCTAAATTTGACT

	hsa_piR_016659
	CCCCCCACTGCTAAATTTGACTG

	hsa_piR_019914
	GCTAGCTCAGTCGGTAGAGCATG

	hsa_piR_019949
	AGCTCAGTTGGTAGAGCATCAGA

	hsa_piR_019951
	GTAGCTCAGTCGGTAGAGCATCA

	hsa_piR_020391
	GGCTCTGTTGCGCAATGGATA

	hsa_piR_021032
	TAAAGTGCTGACAGTGCAGATAGTG

	hsa_piR_021462
	TAAGGTGCATCTAGTGCAGATAGTG

	LDHA Forward
	TGTCTCTGGCAAAGTGGATATCTT

	LDHA Reverse
	ACCGCTTCCAATAACACGGT

	SEC61A1 Forward
	TTGCCCACAACAGTCTCCTC

	SEC61A1 Reverse
	AGAGTACCTTTGTGCCGAGC

	NCL Forward
	TCTGGTGCCAGACGTGTTAC

	NCL Reverse
	TCCATTGGGATGGGTGAAGC

	IPO5 Forward
	GAGAAGCCTTTCCAGGACCC

	IPO5 Reverse
	CGCCATTGCGCTTATTGTGT

	MCFD2 Forward
	CAGAACCCCCTTCCTGTGTG

	MCFD2 Reverse
	CATCTCCGCCTCTGGTTTGT

	PPP1CB Forward
	TATTTTCCGTGGGTGCCTCC

	PPP1CB Reverse
	CTCGGCGTTCTCTCACCTAC

	PSMD1 Forward
	GCATACTGGATGCAGGTGGT

	PSMD1 Reverse
	ACAGCAGTAGAAACCTTTAAGTCCT

	DYNC1H1 Forward
	AGAAGACCAAGCCTGTCACG

	DYNC1H1 Reverse
	CCTTGGCCTTTGCACACTTC

	RPS20 Forward
	TTGACTTGCACAGTCCTTCTGA

	RPS20 Reverse
	ATGGTGACTTCCACCTCAAC

	NMT1 Forward
	TGTGAGGCAGCCTTCTGATG

	NMT1 Reverse
	GTCCCTGTTCCCAGACATGG

	SPTAN1 Forward
	TGGAGCTGCAGAAGGAACAG

	SPTAN1 Reverse
	CCACCATACAGGACCCATCG

	AFF3 Forward
	GCCCACCTTGAAAGTTGCAG

	AFF3 Reverse
	GGGAAATGTGGGCCATCAGA

	HARS2 Forward
	TGCCAAAGCCAGGGTACCAG

	HARS2 Reverse
	CTCAAATGCTGGGGTGTCCA

	LRPPRC Forward
	TGGCCGGAGGACTACTGAG

	LRPPRC Reverse
	CTTTGGAATGCGGCCAGTTC

	NCKAP1 Forward
	ACAACATCAAGAAGGCATGTGG

	NCKAP1 Reverse
	TCTGTAGTTGTGCAAGCTGTTGA




