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Supporting information

Table S4: Analysis of Molecular Variance for different groupings of Mergus octosetaceus populations: PSC (Serra da Canastra), APR (Alto Paranaíba), PCV (Chapada dos Veadeiros) and PJP (Jalapão).

	
	Run
	Population 
groupings
	Percentage of variation within populations
	FST
	FSC
	FCT

	all individuals
	1
	PSC+APR x PCV x PJP
	81.53
	0.1847
	0.0979
	0.0962

	
	2
	PSC+APR x PCV+PJP
	82.51
	0.1749
	0.1261
	0.0559

	
	3
	PSC x APR x PCV+PJP
	84.63
	0.1538
	0.1877
	-0.0418

	only unrelated individuals
	1
	PSC+APR x PCV x PJP
	86.71
	0.1329
	0.0627
	0.0750

	
	2
	PSC+APR x PCV+PJP
	86.63
	0.1337
	0.0666
	0.0718

	
	3
	PSC x APR x PCV+PJP
	89.10
	0.1090
	0.0818
	0.0296



