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Table S3: Number of SNPs in heterozygosity. INDV = individual; O(HOM) = observed number of SNPs in homozygosity; O(HET) = observed number of SNPs in heterozygosity; F = inbreeding coefficient. The expected homozygosity was 659.7, the expected heterozygosity was 263.3 and the number of analyzed SNPs was 923.

	INDV
	O(HOM)
	O(HET)
	F

	MO18
	742
	181
	0.31249

	MO69
	717
	206
	0.21753

	MO70
	609
	314
	-0.19270

	MO210
	687
	236
	0.10358

	MO206
	757
	166
	0.36947

	MO203
	676
	247
	0.06179

	MO207
	718
	205
	0.22133

	MO202
	696
	227
	0.13776

	MO204
	654
	269
	-0.02177

	MO198
	649
	274
	-0.04076

	MO139
	649
	274
	-0.04076

	MO200
	665
	258
	0.02001

	MO35
	646
	277
	-0.05216

	MO205
	650
	273
	-0.03696

	MO209
	736
	187
	0.28970

	MO211
	664
	259
	0.01621

	MO71
	658
	265
	-0.00658

	MO208
	692
	231
	0.12257

	MO74
	643
	280
	-0.06355

	MO180
	575
	348
	-0.32184

	MO98
	652
	271
	-0.02937

	MO151
	649
	274
	-0.04076

	MO147
	643
	280
	-0.06355

	MO38
	659
	264
	-0.00278

	MO66
	655
	268
	-0.01797

	MO100
	663
	260
	0.01242

	MO155
	685
	238
	0.09598

	MO99
	654
	269
	-0.02177

	MO23
	661
	262
	0.00482

	MO148
	709
	214
	0.18714

	MO159
	683
	240
	0.08838



