Supplementary Information
Table S1 Responses of wheat-rye 6RS telosomic addition line and 48 other wheat genotypes with known Pm genes to 24 different Bgt isolates
	Cultivars/lines
	Pm genes
	Resistant/ Susceptible ratio
	Bgt isolates

	
	
	
	E01
	E05
	E06
	E07
	E09
	E11
	E13
	E15
	E16
	E17
	E18
	E20
	E21
	E23-(1)
	E23-(2)
	E26
	E30-(1)
	E30-(2)
	E31
	E32
	E49
	E50
	E60
	E69

	6RS
	Unknown
	24/0
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R

	LM47-6
	56
	7/15
	S
	R
	S
	S
	S
	S
	R
	S
	S
	R
	R
	-
	R
	S
	S
	S
	S
	R
	-
	S
	R
	S
	S
	S

	TAM104/Thatcher
	20
	17/7
	S
	R
	R
	R
	S
	R
	R
	R
	S
	R
	R
	R
	R
	S
	R
	R
	R
	R
	S
	S
	S
	R
	R
	R

	Kavkaz
	8
	1/18
	S
	S
	-
	-
	S
	S
	-
	-
	-
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	R
	S

	Amigo
	17
	10/11
	S
	R
	R
	S
	S
	R
	R
	R
	R
	R
	S
	-
	R
	R
	R
	S
	S
	S
	S
	S
	-
	S
	S
	-

	CI14189
	7
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Funo
	-
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Ulka/8cc
	2
	15/6
	R
	R
	R
	R
	R
	R
	-
	-
	-
	R
	S
	S
	R
	R
	S
	R
	R
	S
	R
	R
	R
	S
	R
	S

	Era
	-
	15/9
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	S
	S
	R
	S
	R
	R
	R
	S
	R
	S
	R
	S
	R
	S

	Maris Huntsman
	2+6
	20/2
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	-
	R
	R
	R
	R
	R
	S
	R
	R
	R
	-
	R
	R

	Baimianmai3
	4+8
	17/7
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R
	S
	S
	R
	R
	R
	R
	R
	S
	S
	S
	R
	S
	R
	R

	Xiaobaidongmai
	XBD
	15/9
	R
	R
	S
	S
	R
	S
	S
	R
	R
	S
	R
	R
	R
	S
	S
	R
	R
	R
	S
	R
	R
	R
	R
	S

	Chancellor
	-
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Axminster/8cc
	1a
	2/20
	S
	S
	-
	S
	S
	S
	R
	S
	S
	S
	S
	S
	S
	R
	-
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Asosan/8cc
	3a
	5/16
	S
	-
	-
	S
	S
	S
	S
	R
	S
	R
	S
	S
	S
	S
	S
	S
	R
	R
	S
	R
	S
	-
	S
	S

	Chul/8cc
	3b
	4/19
	S
	S
	R
	S
	S
	S
	R
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	R
	S
	S
	-
	S
	S

	Sonora/8cc
	3c
	1/23
	S
	S
	S
	S
	S
	S
	S
	R
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Kolibri
	3d
	15/7
	-
	R
	R
	S
	R
	S
	R
	R
	S
	R
	R
	-
	R
	R
	R
	R
	R
	S
	R
	R
	S
	S
	R
	S

	Mich.Amber/8cc
	3f
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	W150
	3e
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Khapli/8cc
	4a
	14/9
	R
	R
	R
	S
	R
	R
	R
	S
	R
	R
	S
	S
	R
	R
	R
	R
	R
	S
	S
	S
	R
	S
	S
	-

	Armada
	4b
	18/6
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R
	S
	S
	S
	R
	S
	R
	R

	Hope/8cc
	5a
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Aquila
	5b
	20/2
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	-
	R
	R
	R
	R
	R
	-
	R
	R
	R
	S
	R
	R

	Coker 983
	5+6
	3/21
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	R
	R
	S
	S
	S
	S
	R
	S
	S
	S
	S


Table S1 (continued)
	Cultivars/lines
	Pm genes
	Resistant/ Susceptible ratio
	Bgt isolates

	
	
	
	E01
	E05
	E06
	E07
	E09
	E11
	E13
	E15
	E16
	E17
	E18
	E20
	E21
	E23-(1)
	E23-(2)
	E26
	E30-(1)
	E30-(2)
	E31
	E32
	E49
	E50
	E60
	E69

	Timgalen
	6
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Coker 747
	6
	4/19
	S
	S
	S
	S
	S
	S
	S
	S
	R
	S
	S
	S
	S
	S
	R
	-
	R
	S
	S
	R
	S
	S
	S
	S

	Wembley
	12
	24/0
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R

	R4A
	13
	22/2
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R

	Brigand
	16
	24/0
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R

	XX186
	19
	0/24
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S
	S

	Nannong 9918
	21
	24/0
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R

	Chiyacao
	24
	21/2
	-
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R
	R
	R

	Maris Dove
	2+Mld
	21/2
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R
	S
	R
	R
	R
	-
	R
	R

	Mission
	4b+5b
	18/6
	S
	R
	R
	S
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R
	S
	S
	S
	R
	R
	R
	R

	Normandie
	1+2+9
	3/21
	S
	S
	S
	S
	S
	S
	S
	S
	R
	S
	S
	S
	S
	S
	S
	S
	R
	S
	S
	S
	S
	R
	S
	S

	5P27
	30
	17/7
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R
	S
	S
	R
	R
	R
	R
	R
	S
	S
	S
	R
	S
	R
	R

	MIN
	18=1c
	24/0
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R

	81-7241
	23=4c
	23/0
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	-
	R
	R
	R
	R
	R
	R

	NCA5
	25
	19/5
	S
	R
	R
	R
	R
	R
	R
	R
	R
	S
	S
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	S
	R
	R

	NCA7
	34
	13/11
	S
	R
	R
	R
	S
	R
	S
	R
	R
	R
	R
	S
	S
	S
	R
	S
	R
	S
	S
	R
	S
	R
	R
	S

	NCA3
	35
	20/4
	R
	R
	S
	S
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R

	Virest
	22=1e
	22/2
	S
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R

	NCV4
	Non-1
	13/11
	S
	R
	R
	R
	S
	R
	R
	R
	S
	S
	S
	S
	S
	R
	S
	S
	R
	R
	R
	R
	S
	R
	S
	R

	GRY19
	40
	16/8
	S
	R
	R
	S
	R
	R
	R
	R
	R
	R
	S
	S
	R
	R
	R
	R
	R
	S
	S
	S
	R
	S
	R
	R

	Fuzhuang 30
	5e
	15/9
	R
	R
	S
	S
	R
	S
	S
	R
	R
	S
	R
	S
	R
	S
	S
	S
	R
	R
	R
	R
	R
	R
	R
	R

	Tabasco
	46
	23/0
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	-
	R
	R

	Pm36
	36
	17/7
	S
	R
	R
	S
	R
	R
	R
	R
	R
	R
	S
	S
	R
	R
	R
	R
	R
	S
	R
	S
	R
	S
	R
	R

	CH7086
	51
	21/3
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	R
	R
	R
	S
	R
	R
	R
	S
	R
	R


ITs 0-2 were resistant (R), and ITs 3-4 were susceptible (S) as described by Si et al. (1992). R: resistant; S: susceptible; -: no data

Table S2 6RS-specific markers
	Marker name
	Left primer (5’-3’)
	Right primer (5’-3’)

	SW88158
	TCCACATTCACAGGTTCTCG 
	TGGTGTGAAACCGATATTGC

	X6RS-1
	AGCGTTCGTAAGACCGTGCCG
	CCGTTCTCGCAGAAACTGAA

	X6RS-2
	TATTATCCTCCAAACCCTCT
	CCCTAGACATACCCTATTTATT

	X6RS-3
	ACCAAAATCCAGGTGGAACA
	CGGGCTAAAGTGCGTAACAT

	SW203451
	GTGAGCTAGCAGCAGGTGTG
	GCGCATTCTTCTCCTACTGG

	SW18911
	TGCCTGCTTCTATGTTCACG
	GGCGGAATGAGAAATGTGTT

	X6RS-4
	GTCTTAACCTTAGTGCAACTT
	TGTAGATTTTCTAGTCCTCCTT

	X6RS-5
	GCACTGATTGCTGCGACTGG
	TGATGCTGCTGGACGACACC

	X6RS-6
	GTGAAGAAAGAGCAAGGGAG
	GACGAAGAAATGTGCCAATA

	X6RS-7
	TGTTGTGCGGAAAGCAGAGT
	GCAGACCAGCAGCAGATAGG

	X6RS-8
	GAGCCCGCCCTGAAAGATGC
	TTCGTGGATTGAAGGTTTAGTTGA

	SW25368
	CTCTCCCTCGCTAACTGCC 
	TGTGTGTGAGTTGGATGGGT 

	X6RS-9
	TATGGCAACGATTGGGAAGC
	TGGTACAGAGGGAGGGATTT

	X6RS-10
	GTCACCGCCACCGCCTCTAA
	CGGCGACTTCCTTCCATTCATC

	X6RS-11
	ACGCTTGTTTGCCTCCACGAA
	CAGAAATCACCTGCGACACC

	SW51347
	TTTCTTTGGCAGTTGGGTTC
	GTTGAAAGAAATGGCTCCGA

	SW17942
	GGCCGGAAACTGTAGGAAAT
	CCTCCGGTGTCAGTGAGTTT

	SW89201
	TCAGGTCCTCTGCATTCTCC 
	CTCGTTGCTCTGCTTCTCCT 

	SW12084
	AATAAACCATTGGGTGCATGA
	TGCAGTGCAAACCTCAATTC

	SW92529
	ATTCCTGCGTCACATTTCTG
	GAGCTACGGCTTCGGACAT

	SW35264
	ATCGCTGCAGCACATTGATA
	TGTGTGCATTTGAGACCTCC

	SW35807
	AAGCCGACTTTCAATCAGGA 
	TCCGGATGATCAGTAGTGGA

	SW22057
	GAAGAGGACCGATGCCACTA 
	TCACACTCCGGACAATGCTA 

	SW231201
	GGTTGTTGGAAGATCACAGGA 
	AATTGCTCCTCGAGCTGTGT 

	SW4837
	GCCGGGATAGGAGGAGTAGA 
	GTGCCACTGTGCAACAACTT 

	SW7073
	GCACGTGCACACACATACAC
	GGGAGGACGTCCCAAGAATA




Table S3 Resistance gene prediction in 6RS (0.58-0.66) bin of Weining rye genome
	Gene     
	Physical location (bp)
	Predicted protein

	ScWN6R01G049900
	53,001,460-53,206,206
	Receptor like protein

	ScWN6R01G050000
	53,249,633-53,253,228
	Receptor like kinase

	ScWN6R01G050100
	53,350,823-53,353,973
	Receptor like kinase

	ScWN6R01G050200
	53,409,964-53,450,580
	Receptor like kinase

	ScWN6R01G050600
	53,910,685-53,913,831
	Receptor like kinase

	ScWN6R01G050800
	53,935,153-53,940,229
	transmembrane and coiled-coil protein

	ScWN6R01G051000
	53,987,977-53,991,478
	Receptor like kinase

	ScWN6R01G051400
	54,047,508-54,050,139
	Receptor like kinase

	ScWN6R01G051500
	54,074,364-54,077,514
	Receptor like kinase

	ScWN6R01G051600
	54,080,059-54,083,647
	Receptor like kinase

	ScWN6R01G051700
	54,130,794-54,133,324
	Receptor like protein

	ScWN6R01G051800
	54,142,370-54,145,546
	Receptor like kinase

	ScWN6R01G051900
	54,192,620-54,204,301
	Receptor like kinase

	ScWN6R01G052000
	54,206,797-54,210,179
	Receptor like kinase

	ScWN6R01G052100
	54,632,701-54,635,520
	Receptor like kinase

	ScWN6R01G053300
	56,739,435-56,765,927
	CC-NBS-LRR

	ScWN6R01G053400
	56,766,572-56,771,093
	CC-NBS-LRR

	ScWN6R01G056800
	60,488,038-60,490,173
	Receptor like protein

	ScWN6R01G056900
	60,493,264-60,495,351
	Receptor like protein

	ScWN6R01G057000
	60,637,420-60,640,090
	Receptor like protein

	ScWN6R01G057100
	60,642,190-60,644,340
	Receptor like protein

	ScWN6R01G057700
	61,379,441-61,381,589
	Receptor like protein

	ScWN6R01G061200
	67,723,597-67,727,630
	Receptor like kinase




