	Supplementary Table 1 Nucleotide similarity of HA and NA genes of A(H1N1)pdm09 compared to vaccine strains

	
	
	CA07
	MI45
	BR02

	HA
	All virus strains
	95.71%-96.41%
	97.41%-98.35%
	98.24%-99.06%

	
	Virus strains from immunosuppressed patients
	95.71%-96.41%
	97.41%-98.35%
	98.24%-99.06%

	
	Virus strains from immunocompetent patients
	96.00%-96.36%
	97.94%-98.24%
	98.77%-99.06%

	NA
	All virus strains
	96.52%-97.09%
	98.37%-98.94%
	98.94%-99.36%

	
	Virus strains from immunosuppressed patients
	96.52%-96.95%
	98.37%-98.79%
	98.94%-99.36%

	
	Virus strains from immunocompetent patients
	96.67%-97.09%
	98.65%-98.94%
	99.08%-99.36%

	CA07: A/California/07/2009; MI45: A/Michigan/45/2015; BR02: A/Brisbane/02/2018



