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Additional file 1: Table S1 Spreadsheet with complete statistics about the final version of the E. nipponicum genome assembly, including intermediate steps.
Additional file 2: Table S2 Text file with the complete results from analysis of repetitive and low-complexity regions.
Additional file 3: Table S3 Spreadsheet representing and summarising all results from the annotation of E. nipponicum predicted proteins.
Additional file 4: Table S4 Spreadsheet presenting the complete list of identified peptidase families with catalytic types and numbers of involved proteins.
Additional file 5: Table S5 Spreadsheet with characteristics and positions of individual genes and regions in the E. nipponicum mitochondrial genome.
