[bookmark: OLE_LINK3][bookmark: OLE_LINK4]Figure S1: Correlation analysis between the expression of LPCAT1 and BRCA.
Correlation analysis between the expression of LPCAT1 and individual cancer stages (A), BRCA subclasses (B), nodal metastasis status (C), and major subclasses (with TNBC types) in patients with BRCA. (D) The protein level of LPCAT1 in breast tumor cell was upregulated compared with that in adjacent, and to improve clarity and conciseness of the presentation, we cropped the gels and blots. (E).


Figure S2: Correlation analysis between LINC01176 and tumor-related pathways in BRCA by gene set enrichment analysis. Correlation analysis between LINC01176 and tumor-related genes in BRCA.


Figure S3: Correlation analysis between hsa-miR-218-5p and tumor-related pathways in BRCA by DIANA-mirPath


Figure S4: The correlation analysis between hsa-miR-218-5p and tumor-related genes in BRCA by DIANA-mirPath

