Supplementary Table S4 The Ewens-Watterson test for the neutrality of 22 polymorphic genic-SSR loci.
	Locus
	Obs. F
	Min F
	Max F
	Mean*
	SE*
	L95*
	U95*

	IIABWB2
	0.754
	0.333
	0.975
	0.689
	0.035
	0.378
	0.975

	IIABWB77
	0.622
	0.500
	0.987
	0.819
	0.028
	0.503
	0.987

	IIABWB118
	0.572
	0.250
	0.963
	0.594
	0.032
	0.328
	0.938

	IIABWB278
	0.545
	0.333
	0.975
	0.697
	0.035
	0.377
	0.975

	IIABWB409
	0.514
	0.500
	0.987
	0.818
	0.028
	0.501
	0.987

	IIABWB410
	0.501
	0.500
	0.987
	0.816
	0.030
	0.501
	0.987

	IIABWB970
	0.550
	0.500
	0.987
	0.818
	0.029
	0.502
	0.987

	IIABWB1271
	0.305
	0.250
	0.963
	0.595
	0.033
	0.326
	0.926

	IIABWB1343
	0.529
	0.500
	0.987
	0.831
	0.027
	0.503
	0.987

	IIABWB1403
	0.635
	0.500
	0.987
	0.824
	0.028
	0.503
	0.987

	IIABWB1630
	0.500
	0.500
	0.987
	0.822
	0.028
	0.503
	0.987

	IIABWB1767
	0.881
	0.500
	0.987
	0.828
	0.028
	0.503
	0.987

	IIABWB2090
	0.450
	0.200
	0.951
	0.517
	0.031
	0.272
	0.902

	IIABWB2422
	0.742
	0.500
	0.987
	0.825
	0.027
	0.503
	0.987

	IIABWB2531
	0.367
	0.250
	0.963
	0.593
	0.031
	0.324
	0.926

	IIABWB2571
	0.558
	0.500
	0.987
	0.830
	0.026
	0.504
	0.987

	IIABWB2944
	0.483
	0.333
	0.975
	0.699
	0.034
	0.380
	0.975

	IIABWB3180
	0.413
	0.333
	0.975
	0.692
	0.035
	0.371
	0.963

	IIABWB3213
	0.346
	0.250
	0.963
	0.592
	0.031
	0.317
	0.926

	IIABWB3849
	0.751
	0.333
	0.975
	0.687
	0.037
	0.369
	0.975

	IIABWB4067
	0.717
	0.500
	0.987
	0.818
	0.028
	0.504
	0.987

	IIABWB4093
	0.881
	0.500
	0.987
	0.822
	0.028
	0.503
	0.987


Obs. F = Observed homozygosity; Min F = Minimum homozygosity; Max F = Maximum homozygosity; SE = Standard error; L95 = Lower limit of expected F values at 95 percent confidence level; U95 = Upper limit of expected F values at 95 percent confidence level







